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Abstract: Objective

sess serum lipid and plasma homocysteine levels. Methods

demia and 150 normal control were detected by TagMan proble. Results

To explore the relationship between MTHFR C677T gene polymophism and [ b hyperlipidemia and as-
MTHEFR C677T gene polymophism of 101 cases with [[ b hyperlipi-

The TC,TG.LDL-C,HCY levels with [[ b hyperlipidemia

group were significantly higher than that in control group (P<C0.01),and at the same time the frequencies of CT.TT genotypes

with [I b hyperlipidemia group were also significantly higher than that in control group(y*=6.597,P=0.01). The CT, TT indi-

vidual risk with [I b hyperlipidemia group is 2. 4 times of the CC genotype. Conclusion

These findings supported the hypothesis

that genetic polymorphisma in MTHFR C677T contributed to the development of [[ b hyperlipidemia.
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