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Identification of protein that intact with Hepatitis B virus(HBV) X protein by means of T;-phage display system

Liu Gang

(Central South University , Institute o f Reproductive and Stem Cell Engineering ,Changsha 410078 ,China)
Abstract: Objective To screen and identify proteins that intact with Hepatitis B virus(HBV) X protein by means of T;-phage
display system. Methods X gene was cloned and expressed by prokaryotic expression, the purified protein was used as a selected
protein to biopan the T; select human liver cDNA library, the selected positive clones were identified using DNA sequencing and
searched for homologous. Results X protein was expressed and purified, after 4 rounds of biopanning,52 positive clones were se-
lected. The inserted fragments were amplified by PCR using T, primer. The products were purified for sequencing,7 proteins were

identified to interact with X protein by homologous analysis. Conclusion T; select phage display system is a convenient and rapid

method for screening binding proteins. The result will be useful for further studying the pathogenic mechanism of HBV.
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r/min B0 15 min, YA T K, 20 T8 24 7 W 24 % 18 1 KA 30
min, B0 5 U TE T A T 40 1 24 A 8 L B P I T A R AR
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plement component 8§ (C8B) ,Complement component 5(C5)
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