E AR I E ¥ 4% 2011 42 2 A% 32 %% 23 Int ] Lab Med,February 2011, Vol. 32,No. 2 e 145 -

- Fe

ZEPCRBEARAERNBSAHTE F-NEBRBEERRHEA

PR S
A MNEFHEYFA GRFHEHFT , WIHA 637007;:2. W FH N TARERG A 611930)

i E.BH #ihd HAKRMNAZRIFEABB-ABKEHBLRG T . pFRmEmARAS % %6 % (MDR)#
XA, HiE wRAZEEAM 90 4k AB xF 20 A A - Bu M LA M 69 AR R B 5 & PCR(M-PCR) #& RA& M 5 # % L
B-ABREEEAR., R 90 4 ABF kbl Rk kg kI E T AL B AR RF B K Ievk A6 A 25 F &k 82.8%
~94.2%, 64.4% % AB# ik B-A BB A B . & F PER-1 50. 0% . AmpC 45. 8% . TEM-1 35. 1% ,SHV-5 22. 4% ,CTX-M2 6.
8% ., it pABEBARAE ABYEFZGWEEE, 54 MDR S48 % ;i M-PCR A MK Z LR M 4738 /A p-A Bk
M Bl B B, ST A W 2h R R Meadk A ey ik

KPR AR AHHHA; REBHRE;

DOI; 10. 3969/j. issn. 1673-4130. 2011. 02. 001

B- M B B B
XEkARIRAG A XEHE:1673-4130(2011)02-0145-02

The Use of Multiple PCR in the Detection of Acinetobacter baumannii p-lactamase Genes
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Abstract: Objective To establish a rapid and simple method for detection of B-lactamase genes and to investigate the associa-
tion of B-lactamase genes with multi-drug resistance in Acinetobacter baumannii clinical isolates. Methods 90 non-duplicate clinical
isolates of Acinetobacter baumannii were collected from the teaching hospital of North Sichuan Medical College. Sensitivity of the 90
clinical strains was detected to 20 kinds of commonly used f-lactam antimicrobial drug. The distribution of five types of f-lactamase
genes in these bacteria was analyzed by using multiple PCR. Results The resistant rates of 90 strains of Acinetobacter baumannii
were 82.8% —94. 2% to cefazolin, aztreonam, cephalothin, cefoxitin, chlorine cloxacillin, ampicillin and cefoperazone. The multiple
PCR results revealed that 64. 4% Acinetobacter baumannii isolates contained one to four kinds of g-lactamase gene,including genes
for PER-1(50.0%) , AmpC(45.8%), TEM-1(35.1%),SHV-5(22. 4% ) ,and CTX-M2(6. 8%). For most antibacterials tested, the
resistant rates of p-lactamase gene-positive strains were higher than the negative strains. The incidence of multidrug resistant iso-
lates in f-lactamase gene-positive strains was much higher than those of negative strains. Conclusion High incidence of f-lactamase
genes was found in Acinetobacter baumannii isolates and close association existed between B-lactamase genes and multiple drug re-
sistance. The multiple PCR system can simultaneously amplify different types of -lactamase genes, which provides a method for

rapid detecting of resistance genes in Acinetobacter baumannizi.
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PER-1 PER-1pl tgatactgcacctgatcatce 300
PER-1p2 getatgttggtactgeatca

SHV-5 SHV-5pl cegeegecattaccatgage 500
SHV-5p2 ttagegttgeagtgetega

TEM-1 TEMIpl cggtaagatccttgagagtt 700
TEMI1p2 ttaccaatgctaatcagtg

CTX-M2 CTX-M2pl atgatgactcagagcattcg 876

CTX-M2p2 tcagaaaccgtgggttacga

AmpC AmpCpl tagtacctcaatttatgegg 1 080

AmpCP2 tgcattcagcacagcataag
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