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The relation of immune markers of hepatitis B virus patients and HBV DNA in serum
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Abstract: Objective

DNA in serum. Methods

titative polymerase chain reaction (FQ-PCR). Results

To investigate the relation of hepatitis B virus immune markers (HBV-M) in different modles and HBV

HBV-M and HBV DNA were detected in 400 cases of hepatitis B virus by ELISA and fluorescence quan-
The positive rate of HBV DNA was 100.0% in the group of HBeAg+.
There was significant difference of it between the group HBeAg+ and HBeAg-(P<C0. 01). The positive rate was also significantly
different between the group HBsAg+ and HBsAg-(P<C0. 01). Conclusion The positive rate of HBV DNA is various in the differ-
ent immune markers of HBV models. It is very high in the group HBeAg+ and HBsAg+. To detelt HBV-M and HBV DNA to-

gether is better for the ealy dingnosis of infection, therapy project choice and prognosis definition in hepatitis B virus patients.
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S0 A 2 BY I A8 95 B (hepatitis B virus, HBV) #5359
MIBAR T B & Hov de e R F ELISA 3k A6 2 BT 58 i v
ZhR Y (HBV-M) g B P B R T T 2
B4 i R AL 1 0 A B O i OB PR 40 A R S B R 12
W R ME . 96 6 F i B A B 4E 28 5L W (fluorescence quantitative
PCR,FQ-PCR) H A % & (4 K 5 4 AR SR, T T 6 0 ol 7
2B 40 T A% B (HBY DNAD (19 & 45 1, i X 32 W7 2
B9 g B JRR e L IUAE R K ST U1 L RE XS HBV Ry 58
RRHEAT 2B R A HBV-M 882 32 75 A [ 19 1 K =
X, HBV DNA 2|5 HBV J&Je 3 5 7 & 7 & il #2417 A T
e M1 R BEARAR T SR 2 R4 F A W 2 An R W IR 1 OC 3R
Xt R 12 W7 AR 97 R A (S . A BT R A FQ-PCR % 4
400 7 Z BUJIF 58 J 38 MIE PR A #1477 HBV DNA & &4l , [7]
W BEAT HBV-M 6 i . I % 45 R #E 47 LA A B BRARE R
1 #EREHEE
1.1 WFEEAT%R 400 BlkRA 38 Ry H A g 2007 4F 1 H %= 2008
£ 12 H 1T FAE B C B4 8 3 0 = I LTS » ML 4 B i B
Horh 5 214 {5 .4 186 il 4E % 18 ~72 %, W 4E IR (39, 1+
8.6) 4 s ARG IR Mg kA HEBR L9 T R B R Y
1.2 Jik
1.2.1 HBV-DNA FEf#&W RH FQPCR &%, 50 . Zh&
D0 75 A o BT M b O 2 3k 2 e DR R A R ) 4
1 DAAN7600 B¢ 7 PCR Ao 4% Mz B &350 4 I 5
i}y 5X10%7° X 10° copy/mL, #4E N A N H7AH TLA# PCR 5

polymerase chain reaction

5 b RER ol A B L 525 28 2 3 o TR 3B PCR 5256 %A
TERSEH S e st 2, SR IR A 4R B 3 HBV DNA, Jin
A S B GF i) PCR SO A8 o 8 2 A 1Y 45 B I 45 T A Y
A SN P 45 6F I I 152 AR AR L B BRL PR B A
Xof BE DA J 45 1 o A oA
1.2.2 HBV-M &l ELISA &% HBV-M, {514 3 4t 5t
T RAW LG B A A BRA Al i e il 0 & Ul B E. M
DYNEX(MRX) fiff #5 {3 2 B AL e 25 3L
1.2.3 sl FQPCR Bk& R B M FE M a5 [ X IR,
EEARUEFCE 10'~10" 4 MW ER. EWRERABA T
Az R R A 38 0 i HBY DNA FRif i . ELISA 35 8 R % B
PELBHE S X RSN RS A s A R R L.
1.3 Sil2ab3 SRA ¢ #2347 41018 HBYV DNA B # %
TR SR PIARE A S 500 ¢ R 56 Eb A0 B 95 DB BH Pk
SR AN ST
2 7 7

400 B FRAS ) HBV-M # 2C fil HBV DNA FQ-PCR # il
iR FE 1. g S B HE Y - HBsAg, HBsAb, HBeAg,
HBeAb,HBcAb, HBeAg(+)#rA (55 1~2 41) HBV DNA [H
PE 3 100, 0% (131/131) , 5 HBeAg(— ) #rA (5f 3~12 41)
HBV DNA [P 45. 0% (121/269) W8, 22 A G235 X
(P<<0.01), =% HBV DNA { P S REFUARITHE XL
(P<<0.01), HBsAg(—) ¥4 (55 1~5 41) HBV DNA [H#: %
5 70.4%(250/355) . 5 HBsAg(+) A (8 6~12 41) HBV
DNA FHPER 4. 4% (2/45) L. ZRAE LT ¥ B L (P<
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0.01), =% HBV DNA {13 & & 22 e A Gt 2 7 L (P<
0.01),
1 Mm% HBV-M #=# HBV DNA FQ-PCR # U %& R

HBV DNA
a3 HBV-M ., T
Hist LRI GD FIPER D) e
(copy/mL.)
1 +—+—1+ 106 106 100. 0 (3.55+1.48) X107
2 d—t—— 25 25 100. 0 (2.33+1.18) X107
3 +——++ 151 85 56.3 (4.85+2.15) X 10°
4 +———+ 65 31 47.7 (3.21+1.22) X 10°
5 4+———— g 3 37.5 (4.18+1.87) X 10°
6 —+—++ 10 1 10.0 2.15X10°
7 —+——+ 10 1 10.0 3.04X10°
§ —+—4— 5 0 0.0 0.00
9 —+4——— 5 0 0.0 0. 00
10 ———++ 5 0 0.0 0.00
N ———t 5 0 0.0 0. 00
12 ————— 5 0 0.0 0. 00
awit - 400 252 63.0 —
— oHR
3 it it
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1 BE M e, RS T (1 U HBV DNA b6 & 7% B A1
X —# 4 HBeAb BHE W 718 /N = BH & % HBV DNA £:£:[H
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A BT HBV #3658 0 9% 2 7 107 2 618 B R AT s HBsAg
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PEEIAN K3k HBeAg 1R E W] 82 HBV 51 C {55 K2 7 45
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AT 41 HR 25 AR, X R] i 3 HBY YLK I 75 HBeAg B
IR RAER R BOR T 5B 6 ALRNEE 7 AL 2 PR 0 R
ek HBV, 34N T 5 89 . HBV 195 2 31 45 e B2 B i 0 2k
TAE U, B 2 40P 54 10. 0% (1 HBV DNA [H . % B {7
A R BV 20K &2 6 T4 75 A HBY $5 585 . 1)
BT — W f e th ok o U LA — 5 VB FE AL Yot TENL IR HEHL
IR A BRI RE. 45 5 4 R HBsAg FER 8 #i &
#FHA 3 il HBV DNA FH M, Kt 3 8 37. 5%, X ] g &

HBV i R 0 i 3 v A AR 0 i % 8, R A %
YT R . S HIE L HBV-M & Fh % 3K X 1 0l e 77 4
AR B HBY &2 H B B (] 8, A3 2 R TR 20 Can 8 8~
12 20 W] R By TR A B0t 5 /N o i i 3 L A 3 ) 1) 22 - 5
JECE DA S5 S50k 4 % BAE 2 A G o R AIR

gi b fir ik, Ky 2 BT % i % @ =t PCR & HBV
DNA py25 8 5 HBV-M kil 25 - — 3. {5 iy +52 3 HBV 3
4 S X AT C X4 LA R, /5] & HBV 2K KF
S M T HBsAg 7R RE 4K 8 HBsAb AN 58 A 200 B 1L
54 HBV, i o HBV DNA # & 4b FARMRK -5 i s 4
B 2RI R R — 8, HBV & ARG, HBY
DNA & #5072 S5z WAL 7R 9 B 52 IR O Y s SO B 5 09 4
B o 1 HBV-M ] iz Bl 2 8% U4 Ji5 7 | e L4 S 98 7 225 1 AR 100 %
R R0 AIE R W] & PCR K HBV DNA 7 %
Wik N HBV J2 75 & il & i 2 B HBV 2 75 8500 B . LU
X HBV-M [ ¥ I 4 85 112 i 45 07 T 33t F HBV-M 19
T A5 1 PR I
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