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Detecting gene mutations of quinolone resistant Acinetobacter baumannii by denaturing high-performance liquid chromatography
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Abstract : Objective To study the relations of resistance phenotype of Acinetobacter baumannii and gene mutations of gyrA and
parC on the chromosomes by denaturing high performance liquid chromatography (DHPLC). Methods Micro broth dilution was
used to determine the minimum inhibitory concentrations(MIC) of Levofloxacin and Moxifloxacin of 90 Acinetobacter baumannii i-
solated from the clinical specimens; Gene homology was analyzed by repetitive extragenic palindrome. Polymerase chain reaction
(PCR) was used to amplify the gyrA and parC. The PCR products were analysed by DHPLC and sequencing. Results The resist-
ance of Levofloxacin and Moxifloxacin was 63. 3% and 60. 0% in the 90 Acinetobacter baumannii. There were nine genotypes in the
clinical isolates. Ninety had the expect sizes of 343bp of gyrA and 327bp of parC. Three out of nine genotypes, which were drug re-
sistant, were all found abnormal elution peaks (two or three peaks) by DHPLC. The result of DNA sequencing demonstrated that
mutations in gyrA gene that resulted in amino acid substitutions of Ser83—>1Leu and in parC that resulted in Ser80—>1eu. And there
were some synonymous mutations in parC gene. All the drug susceptible ones showed single peak,and the results of sequencing had

no mutation. Conclusion Detecting gene mutations was rapid by DHPLC. And Resistance among quinolone resistant Acinetobacter

baumannii strains is related with high frequency mutations in the gyrA and parC genes.
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