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Design and application of 23S rRNA general primers in fast detection of gas gangrene
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Abstract : Objective
Methods

To design and application of 23S rRNA general primers in the fast gene chip detection of gas gangrene.
(1)23S rRNA general primers were designed and used to amplify target genes of the main pathogenic bacteria of gas gan-
grene. (2)Other common microbes in external injury infection were deteced. (3) The sensitivity of PCR using designed general prim-
ers was analyzed. Results (1) A pair of 23S rRNA general primers were designed and target genes of the main pathogenic bacteria
of gas gangrene could be amplified by using the designed general primers. (2) Other common microbes in external injury infection

could not be detected by using same primers. (3) The highest sensitivity of PCR using designed primers was 1X10° cfu/mL(C. per-

fringens). Conclusion
fast detection of gas gangrene.
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oligonucleotide sequence analysis;

A pair of 23S rRNA general primers.designed in this investigation,can be used to construct the gene chip for

23S rRNA; general primer
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