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Abstract : Objective  To construct microRNA-146a (miR-146a) expression vector and explore the effect of miR-146a on the ma-
lignant phenotype of cervical cancer Hel.a cell line. Methods miR-146a sequence was synthesized and cloned into pGeneSil-1 to
construct recombinant plasmid pGeneSil-miR-146a. Recombinant plasmid was transfect into Hel.a cell and detected for transcription
level by real-time PCR. MTT and flow cytometry were used to detect cell proliferation and cell cycle of HeLa cells. Results Recom-
binant plasmid pGeneSil-miR-146a was successfully constructed and miR-146a was detected by real-time PCR in Hel.a cells trans-

fected with recombinant plasmid. MTT and flow cytometry assay showed that miR-146a has proliferative effect on Hel.a cells. Con-

clusion miR-146a expression vector was constructed and the expression of miR-146a in Hel.a cell could promote cell proliferation.
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1.2.1 miRNA-146 FEF G R M gl @ M5 miRNA-146
S A B IE ORI C DNA JF 81 0E LJF 41 :5'-cgt agg
ctg atg gct gca ctc tga gaa ctg aat tcc atg ggt ttt gag tct gaa tca
aac cca tgg aat tca gtt ctc aaa ctg cgg acc aaa cat gge ag-3'; JX
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W25 B KW 5% Y pGeneSil-miR-146a ik 48 h J5 . 15 4% Y Xt
SRR A 1 20 AR EE A G S I B R (23. 000D S B ERA
Gt L (P<<0.05),
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miRNA-146a J& ¥ 4F >k & 7 7 46 BF 5% 09 — 1> miRNA,
2006 4FA5 WF5E & 48 H miR-146a [ 7= 4 4K i F NF-«B, H. 7] L
fum i #5 LPS-TLR4 {5 5 i@ B, 1 188 528 TRAF-6 fil I-
RAKI, SR HEMRE T miRNA 5 KR 405 (9 0F 58 #4038, o
il miRNA-146a Bk 7+ & W1 & 4 717, B J5 56 T miRNA-
146a BB 522 Wit &, H 55 o 56 2 00 DF 53 4 320 7 1l 44 C
Wang %5 i #F 5% & B, miRNA-146a (1 & 32 35 5 & HiFE
FHE .

AR B AT miRNA-146a FAK R KK I % Y
B SR AN HelLa, $% miRNA-146a 55 P 5 A g 40 i 4 9
0 B0 E A JE B G 2R3k R SE T A ST A HE Y T A SR RE I A
ARG R AN AR R H I . R miRNA-146a Xt
B S0 A MR A A A R B B Y AR T L O i — B BF ST miRNA
TE IR 1 & AR A0 R R R 4 R B e T k.
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