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Detection of class | and [ integron and genotype analysis of Escherichia coli strains isolated from urine samples
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Abstract: Objective To investigate the distribution of class | and ]I integron and analyze the genotype of Escherichia coli(E.
coli) strains isolated from urine samples. Methods Drug resistance was analyzed by WHONETS5. 4 software. entrobacter repetive
intergenic consensus-polymerase chain reaction(ERIC-PCR) was performed to analyze the genotype of isolated strains. Genes, coding
class [ and ]I integron,were detected by PCR. Results The resistance of isolated E. coli strains to aminoglycosides and quinolones
antibiotics was serious. 66 % (66/100) of all the strains were positive with class [ integron and strain with class [[ integon was not

found. 79 different genotypes were detected among the 100 stains. Conclusion Class [ integron could be widespread in E. coli iso-

lates. ERIC-PCR could be a convenient and effective method for genotyping clinical E. coli isolates.
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