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Abstract ; Objective

cation as tumor marker of hepatocellular carcinoma( HCC). Methods

To study the 5'CpG island methylation patterns of melanoma antigen gene MAGE-A3,and relative appli-

BSP was used for the detection of the methylation /demethyl-

ation status of CpG site among the 5'CpG island of MAGE-A3 in genomic DNA from HepG2 cells and white blood cells(WBC) of

healthy controls to identify the HCC cells specific demethylation sites of CpG islands. Results

Several CpG sites in MAGE-A3 pro-

moters were found with different methylation patterns in HCC cells,as compared to those in WBC of healthy controls,and demethy-

lation patterns of CpG island specific for HepG2 cells were indentified. Conclusion

Demethylation pattern of MAGE-A3 5’ CpG

islands could be used as tumor marker for the early diagnosis of HCC.
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