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Construction of B-galactosidase gene expression vector and analysis of protein characteristics
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Abstract: Objective

from Lactobacillus acidophilus. Methods

To construct the B-galactosidase gene expression vector and study its protein characteristics and structure

The lacZ gene was cloned from L. acidophilus ATCC4356 and was inserted into recombi-

nant vector pMG36e-lacZ, then the recombinant vector was identified and the expressedp-galactosidase was analyzed for 2D and 3D

structure. Results

Restriction enzyme digestion, PCR identification and DNA sequencing analysis confirmed that the construction of

pMG36e-lacZ was successful,and the 2D and 3D structure of B-galactosidase from L. acidophilus ATCC4356 were got. Conclusion

This research could provide a foundation for the subsequent research of protein expression and biological characteristics of -galac-

tosidase from L. acidophilus ATCC4356.
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