EEthEFL£L2011E 1 A

32 %% 19 # Int ] Lab Med,November 2011, Vol. 32,No. 19

. 2223 -

nalysis:a high -resolution method to detect genome copy number
variation[ ] ]. Genome Res,2003,13(9):2291-305.

[6] Fordor SP,Read JL. Light-derected, spatially addressable parallel
chemical synthesis[ J]. Science,1991,251(28):767-773.

[7] Barrett MT,Scheffer A. Comparative genomic hybridization using
oligonucleotide microarrays and total genimic DNA[]]. Proc Natl
Acad Sci USA,2004,101(83):17765-17770.

[8] Peiffer DA, Le JM. High-resolution genomic profiling of chromo-
somal aberrations using Infinium whole-genome genotyping[]].
Genome Res,2006,16(4).1136-1148.

[9] Mccarroll SA,Kuruvilla FG. Integrated detection and population-
genetic analysis of SNPs and copy number variation[ J]. Nat Gen-
et,2008,40(22):1166-1174.

[10] Stankiewicz P,Beaudet AL. Use of array CGH in the evalutation
of dysmorphology, malformations, developmental delay, and idio-
pathic mental retardation[ J]. Curr Opin Genet Dev,2007,17(8) ;
182-192.

[11] Nathan RT, Brynn L, Zhong Y.et al. SNP microarray-based 24
chromosome aneuploidy screening is significantly more consistent
than FISH[J]. Molecular Hum Reprodution, 2010, 16 (6); 583-
589.

[12] Shen Y.Irons M, Yang H,et al. Development of a focused oligo-
nucleotide-array comparative genomic hybridization chip for clini-
cal diagnosis of genomic imbalance[ J]. Clin Chem,2007,53(21);
2051-2059.

.z E .

[13] Aradhya S, Cherry AM. Array-based comparative genomic hy-
bridization: clinical contexts ofr targeted and whole-genome de-
signs[ J]. Genet Med,2007,9(2) :533-539.

[14] Friedman JM,Baross A, Wang H, et al. Oligonucleotide microar-
ray analysis of genomic imbalance in children with metal retarda-
tion[J]. Am J Hum Genet,2006,79(4) :500-513.

[15] Thorland EC, Gonzales PR. Comprehensive validation of array
comparative geniomic hybridization platforms: How much is e-
nough? [J]. Genet Med,2007,9(5) :632-641.

[16] Lee C,Lafrate AJ. Copy number variations and clinical cytogenet-
ic diagnosis of constitutional disorders[ J]. Nat Gent,2007,39(5) ;
48-54.

[17] Christian V,Leo G. Microarray-based maps of copy number vari-
ant regions in european and sub-saharan populations[]]. PLOS
One,2010,5(1):12.

[18] Bejjani BA, Saleki R. Use of targeted array-based CGH for the
clinical diagnosis of chromosomal imbalance[J]. Am J Med Genet
A,2005,134.259-267.

[19] Kumar RA,Kara MS, et al. Recurrent 16pl1. 2 microdeletions in
autism[ ] |. Hum Mol Genet,2008,17(2) :628-638.

[20] Christopher V,Neil T. Comparative genonic hybridization for the
diagnosis of melanomal[ J]. Eur J Plast Surg,2010,33(12) ;45-48

e fi B #7:2011-02-18)

miRNA EEHUEETHNARHERE

SEE R EY TR
(PEAARMAES —~ZERETH.#d K 410003)

X8I RNAs;  Mg; e d

DOI:10. 3969/j. issn. 1673-4130. 2011. 19. 026 SCHRFRIRAS : A XEHS:1673-4130(2011)19-2223-03
microRNA(miRNA)Z HAZEY i — KK LA Oy 22 A% DT I D088 5 DR 08 1V 5 o w1 Dk 98 5 TR 40 9 6 DR 08 4 5 3

TR 09 JE g B /D 4y F B 5E RNALGE i 5 #1148 mRNA fy 3,
UTR 58 2 3 AS 58 4 Be % i 9 i 25 3 5 09 & B, 51 E # mRNA
P el A LR R R B R BEENTIR. 25
ML 22 Fh A TR BEad R0 BP9 R M. miRNA JE[H 78 A2
P E B R ML) & HE A B AR A . BUAE IR AF Ok miRNA 7%
AL P I SRR — Sk .
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YR K I BS54 1Y FiT I miRNA (pre-miRNA) , 78 i 1
A 5Cexportin-5) il Ran B & W Uh Bl T #%5i2 A% . SR 5 72 4
M55 P4 Bk Dicer/ TRBP 87 4] 5% 8 24 A9 miRNA™ . B4 ) miR-
NA 5 H Al & B — 241 i RNA-E S U0 2 A 1 (RISC) , 5]
A8 miRNA [ R fifg a5 B0 ) 5028 B 2 1 B9 R R /K7 AT
2 miRNA 5ER %

MR W 204 50 % 2 8 W 19 A28 miRNA {7 F 5 93 5E A
K 1 Y o A g M 137 5 (Tragile sites) B AE M ¢ X 38, W] BE XS i
iE B & B AR D . Bk MBS Ut — 2 UE B miRNA 5
Fifr g B % B A 2 th AT WD 56 R . miRNA R AT RUAE A il g 5

CINS R g i S-S S NP S PN S W E = A AN & R N &
PR SRR 0] FEO SN T Rk TR AL
EAE A miRNA FE A miR-17-92, miR-18, miR-372., miR-
373 .miR-221 . miR-222 . miR-155 F1 miR-21 &, H 7] f& i) HL
Rk WO P53 A5 iy CDK 0 il 4 H 303 4 40 i 5
LATS2 f& #F I 988 240 B 1) 384 58 Fn R AE . A 09 2 AR A
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PG TE . BT K B let-7 Wi 5 Ras, HMGA2 il C-
myc3 UTR 4G . 671 8 42 80 5L R 0 3 3 00 0 I 98 1 & A= F R
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AT 42 iy 400 5 40 R i Ao 88 ¥y 2 2 2500
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[l (4N Dicer) By Y1k siRNA, 555 5PE 19 4% B2 N VI G A% B2 5151
it St T Tl S T RISC 515 R UE A miRNA B A o DA i 411 ol A
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b, H B Z AT . Asangani 2% ) 9¢ 0 2 B4R 5 E E G
o E W] miR-21 4 il L4 AR PDCD4 1) 2 35 . 78 45 1% 6 41 i
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IR B AR W2 AT D FING ST OB . A miRNA BT T 2 2
LT P B 1 o P (S N T S NI <1 ) VAU E v B
XX R IR 2 T IR AT MR miRNA {2205 3% Kot 1 R ik
A58 5T B A ST ) A W S R o oA T S B R Y L0 2
Wt Ot R 43 78 K TS 4

2% 30k

[1] Bartel DP. microRNAs: genornics, biogenesis, nechanism and function
[J]. Gell,2004,116(2) : 281-297.

[2] Zhang B, Pan X, Cobb GP, et al. MicroRNAs as oneogenes and
tumor suppressors[ ] |. Dev Biol,2007,302(1):1-12.

[3] Esquela KA,Slack FJ. Oncomirs-microRNAs with a role in cancer
[J]. Nat Rev cancer,2006,6(4) :259-269.

[4] He L,Hannon G J. MicroRNAs: small RNAs with a big role in
gene regulation[ J]. Nat Rev Genet,2002,297(61) :522-531.

[5] Kumar MS,Lu J,Mercer KL, et al. Impatred microRNA process-
ing enhances cellular transformation and tumorigenesis[J]. Nat
Genet,2007,39(5) :573-677.

[6] Gregy RL, Shiekattar R. MicroRNA biogenesis and cancer[ ] ].
Cancer Res,2005,65(9):3509.

(7] 5KoR.ZAWIEC. JEAEHT R WG — Let-7 microRNA ZEHELT . P48 1

#,2009,21(7):1210-1212.

[8] Zhu S,Wu H,Wu F,et al. MicroRNA-21 targets tumor Suppres-
sor genes in invasion and metastasis[ J]. Cell Res, 2008,18(3)
350-359.

[9] Kong W,Yang H,He L,et al. MicroRNA-155 is regulated by the
transforming growth factor beta/Smad pathway and contributes to
epithelial cell plasticity by targeting RhoA[]J]. Mol Cell Biol,
2008,28(22):6773-6784.

[10] Burk U, Schubert J, Wellner U, et al. A reciprocal repression be-
tween ZEBI and members of the miR-200 family promotes EMT
and invasion in cancer cells[J]. EMBO Rep,2008,9(6):521-522.

[11] Gebeshuber CA,Zatoukal K,Martinez J. Mir-29a suppresses tris-
tetraprolin, which is a regulator of epithelial polarity and metasta-
sis[J]. EMBO Rep,2009,10(4) ; 400-405.

[12] Negrini M, Calin GA. Breast cancer metastasis:a microRNA story
[J]. Breast Cancer Res,2008,10(2):203.

[13] Huang Q.,Gumireddy K, Schrier M, et al. The microRNAs miR-
373 and miR-520c¢ promote tumor invasion and metastasis[ ] |. Nat
Cell Biol,2008,10(2):202-210.

[14] Bussing I, Slack FJ, Grosshans H. Let-7 microRNAs in develop-
ment,stem cells and cancer[ ]J]. Trends Mol Med, 2008, 14 (3):
400-409.

[15] 2 2E. B/ RNA 5 giAH v o mFse e L) 1. A= an Bl 2 A 2%
2009,7(10):7-9.

[16] Guo Y,Chen Z,Zhang L,et al. Distinctive micRNA profiles rela-
ting to patient survival in esophageal squamous cell carcinomal J].
Cancer Res,2008,68(1) :26-34.

[17] Feber A,Xi L, Lukertich JD,et al. MicroRNA expression profiles
of esophageal cancer[]J]. ] Thorac Cardiovasc Surg,2008,135(2) ;
255-260.

[18] Chan SH, Wew A, Li AF. MiR-21 microRNA expression in hu-
man gastric carcinomas and its clinical association[ ]J]. Cell Res,
2008,28(2):907-911.

[19] Kim YK, Yu J.Han TS, et al. functional links brtween clustered
microRNAs; suppression of cell-cycle inhibitors by microRNA
clusters in gastric cancer[ J]. Nucleic Acide Res, 2009, 37 (5);
1672-1681.

[20] Li N,Fu H,Tie Y.et al. MiRNA-34a inhibits migration and inva-
sion by down-regulation of c-Met expression in human hepatocel-
lular carcinoma cells[J]. Cancer Lett,2009,275(1) :44-53.

[21] Xia L,Zhang D,Du R,et al. miR15b and miR-16 modulate multi-
drug resistance by targeting Bel-2 in human gastric[J]. Int J Canc-
er,2008,123(29) :372-379.

[22] Asangani S,Rasheed SA, Nikolova DA, et al. MicroRNA-21 post-
transcriptionally downegulares tumor suppressor Pdcd4 and stim-
ulates invasion, intravasation and inetastasis in colorectal sancer
[J7. Oncogene»2008,27(15) ;2128-2136.

[23] Banders E, Cubedo E. Agirre X, et al. Identification by real-time
PCR of 13 mature miRNA biolorectal cancer and non-tumoral tis-
sues[ J]. Mplecular Cancer,2006,5(4) ;29.

(247 THE 415 = BRig B%. miRNA 72 M8 0F 58 o o8 A LT, S04 i o8
£ 2£,2009,17(6) :1204-1206.

[25] Volinia S,Calin GA, Liu CG,et al. A microRNA expression signa-
ture of human solid tumor defines cancer targets[ J]. Proc Natl

Acad Scl USA,2006,103(7):2257-2261.

(e fis H 3 :2011-06-24)





