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Cloning and identifying the differential genes in resistant streptococcus pneumonia
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Abstract: Objective
Methods

nia. After screening by spots hybrid,sequencing and homology analysis were used for fragments of partial DNA. Results

To identify the differential genes in multi-drug resistant strain and susceptible strain of S. pneumonia.

Using suppression subtractive hybridization(SSH) to build DNA subtractive library of multiple drug-resistant s. pneumo-

The stud-

ies constructed successfully DNA subtractive library of multiple drug-resistant s. pneumonia, By spots hybrid, 17 clones were se-

quenced,and analyzed. At the same time, two new sequences were found. Conclusion

From the genome, it revealed that genetic

differences are existed between drug-resistant strains and S. pneumonia. This work will provide the basis for discovering and cloning

S. pneumonia multiple drug-resistant genes.
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