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Distribution and clinical significance of hepatitis B virus genotypes in patients with chronic hepatitis B
Li Caidong sWu Bin, Tian Peng fei , Duan Zhengjun
(The Second People's hospital of Lanzhou s Lanzhou 730046 ,China)

Abstract: Objective To investigate the distribution of hepatitis B virus (HBV) genotypes in patients with chronic hepatitis B,
and to explore the significance and the relationship of the HBV genotype with sex,age and HBV replication. Methods The geno-
types of HBV were detected with fluorescence quantitative PCR. The relationships between HBV genotype and sex,age and sero-
logical data of 256 cases of patients with chronic hepatitis B were analyzed. Results Genotype B,C and B/C were determined, with
32.81%(84/256) for genotype B,57. 81% (148/256) for genotype C,and 9. 38% (24/256) for genotype B+ C. There was a statisti-
cally significant difference between the distribution of genotype B and C(y*=17. 66, P<C0. 01). Genotype C was the dominant geno-
type. The positive rate of HBeAg was significantly lower in patients with genotype B than with genotype C(X2 =3.981,P<C0.05).
The ALT,AST and TBIL levels were lower in patients with genotype B than with genotype C,but no statistically significant differ-
ence was confirmed (P>>0. 05). There was a statistically significant difference between the age of patients with genotype B or C(r=
5.15,P<C0.01). Conclusion

positive rate of HBeAg in patients with genotype C was higher than with genotype B.

HBYV genotype C might be the major genotype in patients with chronic hepatitis B in this area,and the
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