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Abstract:Objective To detect mRNA expression levels of globin peptide «,Bandyin the peripheral blood of children with se-
The early red

blood cells were isolated from children with severe B-thalassemia and in vitro cultured, and changes of the ratio of a ,f and y mRNA

vere B-thalassemia, and analyze the relationship between miR-144 gene and the changes of globin ratio. Methods

were detected by quantitative RT-PCR for B thalassemia group,miR-144 gene transfection group and the healthy control group, 72
hours after the transfection of eukaryotic expression plasmids PmiR-144-luc into the isolated early red blood cells. Results Com-
pared with the healthy control group, the ratios of globin o/f,a/B+ 7y and v/B+ 7 mRNA in peripheral blood of children with severe
B thalassemia were elevated, with statistical significance. Compared with g thalassemia control group, the ratios of «/f and /B4y
mRNA in gene transfection group were reduced, with statistical difference, but the ratio of y/B+7y mRNA was not with any statis-

tical difference. Conclusion miR-144 might take part in the regulation of the ratio of « .8 and ¥ globin gene expression in children

with severe p-thalassemia, and this finding might provide a new experimental basis for gene regulation treatment of severe 3-thalas-

semia.
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