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Correlation between serum markers and polymorphism of ApoAI-75Mspl gene in patients with type B hepatitis
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Abstract : Objective To explore the correlation between gene polymorphisms of ApoAl-75 Mspl genotypes and models of HBV
serum markers in patients with type B hepatitis. Methods Blood samples of 720 cases of subjects were collected randomly. For
convenience, HbsAg, anti-HBs, HbeAg, anti-HBe, and anti-HBc were named as 1, 2, 3, 4 and 5 respectively. All patients were
divided into 9 groups., including 1,2,3,4 and 5 negative group, 2 and 5 positive group, 1,3 and 5 positive group, 1,4,and 5 posi-
tive group, 4 and 5 positive group, 1 and 5 positive group, 5 positive group, 2 positive group, and 2,4 and 5 positive group. There
were a total of 720 cases, including 80 patients for each group. Detection for gene polymorphisms of ApoAl-75Mspl was carried
out by single-base multilocus micro-sequencing ( Snapshot method) , and different genotypes of each locus were conducted by the
method of sequencing in order to support the final evidence of the accuracy of test results. Results There were significant differ-
ences not only in allele frequency but also in genotype distribution between 1,2,3,4 and 5 negative group and the rest groups. And
significantly higher frequencies of G allele gene and G/G genotype were observed between 1,2,3,4 and 5 negative group and the
rest groups. Conclusion The different models of HBV markers was associated with the gene polymorphism of ApoAl-75 Mspl.
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