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34)F= 46.7%(13/28), f£ ESBLs M B #kAw AW F .qnr 69 FAME R 5 5] % 68%(32/47) 4 6.6%(1/15), & aqnr AR 2 &
S H A ESBLs 9 X L EMA . 5HR AT EMGE T RMMX,
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Dtection of qnr genes in clinical isolates of Klebsiella pneumoniae
Nie Daping ,Li Rueihua , Zou Mengxue
(Department o f Clinical Laboratory,The Af filiated Hospital of Dalian Medical University ,Dalian 116027 ,China)
Abstract: Objective To investigate the prevalence of qnr genes(qnrA, qnrB and qnrS) in clinical isolates of Klebsiella pneu-
moniae and their relationship with ESBLs and ciprofloxacin resistance. Methods Antibiotic susceptibility and ESBLs were detected
Of 62 strains.the ESBLs
positive rate was 75. 8% (47/62), the sensitive rate to ciprofloxacin was 45. 2% (28/62), the positive rate of qnr genes were
53.2%(33/62), including 8% (5/62) single with qnrA gene,14. 5% (9/62) single with qnrB gene and 16. 1% (10/62) single with

qnrS gene. 9 strains were confirmed to carry two qnr genes, including 1. 6% (1/62) with qnrA and qnrB, 4. 8% (3/62) with qnrA

by Kirby-Bauer test and double paper synergy test respectively. qnr genes were detected by PCR. Results

and qnrS and 8% (5/62) with qnrB and qnrS. Among strains, sensitive or resistant to ciprofloxacin, the positive rate of qnr genes
was 58.8%(20/34)and 46. 7% (13/28) respectively, and 68% (32/47)and 6. 6% (1/15) respectively in strains producing or not

producing ESBLs. Conclusion
genes and ciprofloxacin resistance.
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