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Abstract; Objective To investigate the genotype and hereditary feature of prevalent strains of Rickettsia orientalis (Ro) in cer-
tain area. Methods Gene fragment,encoding Sta50 protein in samples of patients and mice infected by Ro,was detected by real-time
fluorescent quantitative polymerase chain reaction assay (qPCR). Positive samples were analyzed for genotype and sequence,and the
results were compared with nest PCR. The homology was analyzed by comparison between sequencing results and nucleotide se-
quences of Ro registered in GenBank. Results The 523 bp fragments of Gilliam genotype could be amplified in samples of patients
and mice, with homology of 96. 3% with Kawasaki strain. The 318 bp fragment of Gilliam genotype could be amplified in samples of
mice infected by Ro, with homology of 78. 5% with TA686 strain. The homology of nucleotide sequences of Ro in samples from pa-
tients and mice was 100. 0%. Conclusion Gilliam genotype and Kawasaki quasispecies could be detected among Ro in this area,and
TA686 quasispecies could be detected in mice. Natural infection of Ro might exist in human and mice in this area,and natural foci of
tsutsugamushi disease have formed.
sequence analysis,DNA; genetic homolgy
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21¥) . Gilliam #15]4).5-TAC ATT AGC TAG GTA TGT
CGC-3';Karp #1 8] 4. 5'-GAT CAA GCT TCG TCC AGT
CGC-3';Kato # 8| 4. 5'-ATA ACA TCG GAT TAT CGT
CGC-3';Kawasaki #1847 .5'-CTA GGG ATC CCG TAG GCT
GAC-3', Gilliam #k B 4" 8 5 Bt : AGA TGA AAG GAT
ATT AAA GGG CAT ACA GGC ATG GTT GCA TCA GGA
GCA CTT GGT GTA GCA ATT AAT GCT GCT GAG GGT
GTA T, Kawasaki B3 B Br % .CTA GGG ATC CCG ACA
GAT GCA CTA TTA GGC ATG CTG CTA TTG ATA CAG
GTC GAT CAA GCT TCC GGT,
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1.2.4 HEBM4EE L QlAamp DNA MinKit 71 £ 48 Bk
HAMA I DNA VERE AR s B8 B4l 0] & wl Wl B, W
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munofluorescence assay, [FA) ¥ 1l] 660 ] & #% & # Il ¥ A1 55
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T, HOJCHRE S S 12 Wy i o DL S B R RS R R IR T
PR W 3 970 5 2 3 37 R 5 PR o RN BURR R 1 RS W T . AR
WFFT 4% W qPCR FERE B X R 56 46 047 T 004 (R A
TaqMan-MGB #R5}, $2 & 78 3 & B i ¢ = vk R ] Taq-
Man-MGB #5073 1 AR S0 9 B 1 4> 4 198
W IT, BARE S AN 52 AR R SR W R R e A AR T A
WRE S, B A IR ED 37 i 1Y T K e AT 5 4R 4 1 =5 IR
BB T H T R AT R AR AR R S PO 5 WA R TR
RSt . (O T 51Tt 9 T 5l ke e A
A1) SRR 1 o8 A R 3 0 S S TR O R AT IR R
" AEFF 15 s SR Y3 w] e G AR R 5 R . IR
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A T 5 RAR BT B SR R T R S R AR . A
B E R Stab6 JEP ¥ S0 Bk S 51 IF B oPCR 6 I 5E
LI FR AR, BH PR K 73%65 . ABESE R Bk 2 A& 1R AR B
gPCR Kl 660 4] & # (fR IR 38. 5 C L b)) M 40 il bR A
Kt 224 415 Ro DNA B, AR 33.94%,

AWFF R TFA K 224 4] Ro J& e 835 1 75 Ro Hiik .
PR B2 51, 79% (116/224) ,108 i Ro LRSI 4 Y
B 5 0T Ro HU A TE i A2 5 B SIS A BE G A
KM, EAE RS W R EARE S T AR AR, R
UK AR ALY qPCR $ A 78 Ro R IRk 4 /B & A8 J8 I o 4%
Ro DNA A4 I Ry 5 copy/ L DNA, B BIEAL 1) PCR A
B RO . R BT 5 BR oPCR B A Ro Fi iy 5
PRI R E 290 nPCR 19 100 %5, HE S ME4F. ABFRH
qPCR Kl 25 AL N AR 5 R ER 0. 05% ~ 1. 624, 4t [0l 45 R R
Bk 1.4%~3.1% it PCR BA R 5 & M

A5 Ro Bk BAME 8 % TFA KD I 375 20 #4924 Gilliam
B, R Karp fil Kato &, qPCR 1 #& 78 2y Gilliam AY, §&,
DNA §" 3 5 B A Bl T H br £ % #k Gilliam, Karp, Kato, &
nPCR 43 B3 52 f Kawasaki #, Paris Z:U92E 2009 4E D) gro-
EL JLE S HE 7 51, A8 g 1 & B U oPCR, [A] 45, Sonthay-
anon 2 R ] PCR #6307 4 %% b 8 il Ro 16S rRNA & 4,
SRRV S 50 E R IEAA G, AR5 0 AR
Ro &Y 41 i 1l Ro DNA Y 5 T8 i B & . 5 |k
IR IE H A —F

AHEGE T R 234 B . B A6 I X Ro B g B AR
FFTR Y Ro MR TR 7 9 W IR 100, 0%, 5 Kawasaki 7
RIS 96. 354 . 48R 5 H A Kawasaki B2 76 W] i 26 4 ¢
Z. W BREYE Ro 5 TA686 %I [F I 1 N 78. 5%, # R
52 E TA686 BIFTEW BELZCR . AT W B X Ro &
Z/DIEALE Gilliam B Kawasaki B AHRIAR . TA686 B AFLI#E .

B b X 800~2 000 m, Ja& S FAHT 3 X . A% i 152
L AR R 16~20 °C AR PRI AH AR 7800~ 9626, 5
B Ro BAMGAT. HEBMEZMIX Ro B AF1H L. 02
B A A R L 1 Sl B R AR T S E 9 AT R N R B
) Ro 4% $ B2 7 51 [R5 24 100. 026, i B 8-t 10 X 80 26 Ui
AR e 20 i B T 6~9 H R AR .
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