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Abstract : Objective To investigate the distribution of integrons in Acinetobacter baumannii clinical isolates and analyze the re-
lationship between class | integron and drug resistance. Methods Agar dilution method was used to determine the drug resistance
of 65 strains of Acinetobacter baumannii, polymerase chain reaction(PCR) was used to amplify class | — [ll integrase genes. Varia-
ble region was amplified and sequenced in intl1-positive strains. Results The positive rate of Intll was 60% (39/65),and no class
[I and [l integron was detected. The drug resistance of Intll-positive strains was significantly stronger than that of IntI1-negative

strains (P<C0.05). 92% (36/39) of intll-positive strains was positive with variable region, and was demonstrated to carry three

kinds of resistance genes: aacA4,aadAl and catB8 by sequence analysis. Conclusion

Class | integron could be closely related to

drug resistance of Acinetobacter baumannii and play an important role in its multi-drug resistance.
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