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HCYV genotype analysis in patients with viral hepatitis type C in certain area
Xu Hui s Ju Jun .Yang Weiguo
(Center of Clinical Experiment in Gansu Province , Lanzhou Gansu 730000, China )

To investigate hepatitis C virus(HCV) genotypes in patients with viral hepatitis type C in certain area.

ELISA and immunoblotting assay were performed for the screening and confirmation of anti-HCV in serum samples,and

the virus load in confirmed samples were detected by real-time quantitative PCR. Samples with virus load more than 103 copy/mL

were analyzed for HCV genotypes by using multiplex PCR. Results

tection rates of HCV genotype 1b,2a,3a,1c and 2c were 58.4%,21.6%,3.2%,4.0% and 8. 0%. Conclusion The most common

Among 125 cases of samples, positive with anti-HCV, the de-

HCV genotype in patients with HCV infection was 1b,followed by 2a and 3a,and genotype lc and 2c,rarely detected in other dis-

tricts, were also could be detected,indicating that the geno types of hepatitis C in this area might be diverse.
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1R HCV-Sc2 GGGAGGTCTCGTAGACCGTGCACCATG
HCV-Ac2 GAGMGGKATRTACCCCATGAGRTCGGC

2 HCV-SI1 AGACCGTGCACCATGAGCAC
HCV-G1b CCTGCCCTCGGGTTGGCTAR

52 k(@2b)  HCV-SIL AGACCGTGCACCATGAGCAC
HCV-G2b GGCCCCAATTAGGACGAGAC

2B HCV-S11 AGACCGTGCACCATGAGCAC
HCV-G3b CGCTCGGAAGTCTTACGTAC

% 21K (2a)  HCV-SI2 AACACTAACCGTCGCCCACAA

PCRYM  BIAHK 315 (5-3")
HCV-G2a CACGTGGCTGGGATCGCTCC
2 ;a) HCV-S2 AGACCGTGCACCATGAGCAC
HCV-Gla GGATAGGCTGACGTCTACCT
52 R (3a) HCV-S2 AGACCGTGCACCATGAGCAC
HCV-G3a GCCCAGGACCGGCCTTCGCT
52 &) HCV-S2 AGACCGTGCACCATGAGCAC
HCV-G4 CCCGGGAACTTAACGTCCAT
22 k(5 HCV-S2 AGACCGTGCACCATGAGCAC
HCV-Gb5a GAACCTCGGGGGGAGAGCAA
52 (6 HCV-S2 AGACCGTGCACCATGAGCAC
HCV-G6a GGTCATTGGGGCCCCAATGT
52 (1e) HCV-S31 AGACCGTGCACCATGAGCAC
HCV-Glc GAATAGGCTGRCGCCTTCCG
52 I (20) HCV-832 AACACTAACCGTCGCCCACAA
HCV-G2c AGTGGTGCGCCGRTCTTTAGGG
1.3 Fik

L3.1 bRtk L ELISA B0 % B il 4 A A kA7 50 HCV
EIREN RO Fﬁiéﬂﬁafhfﬂﬂlﬁ—?{\# THIIN . WP HCV H
AR M AR AR A 260 B PCR AT T8 A I . L4425 B ™

& H R 15@5951135‘ E,

1.3.2 HCV SR AL R A 40 A0 RE W B 0 B 4 AR 2l ik
HCV RNA, H A& 5 B 7™ 4% 3 b B2 4616 AT 320 70 & vl W] B 4 4
gl G A% TR B LT R R AT 3 % Sk - 30 °C 10 min,
42 °C 20 min,85 °C 5 min, B 11 pL 36 5% 3= W4 LA F )R BE
385 1 I PCR W 724 :94 °C 3 min, 94 °C 1 min,



. 684 -

EFRA I E ¥ 22 7% 2012 48 3 A % 33 %4 6 #] Int J Lab Med,March 2012, Vol. 33,No. 6

45 °C 1 min.72 ‘C 1 min,20 ME#*,94 C 1 min.60 °C 1 min,
72 °C 1 min,20 DB . BE 1K PCR N ™= ¥4 3 & #E4T
%2R PCRY M. HESE 1R PCR YR 0.5 pl, N 5
4 :94 °C 3 min,94 C 1 min,62 C 1 min.72 C 1 min,30 4>
HEFR . LA 3% BEREAT 5 2 Yk PCR R = Mgt A5 ik . & 1 7=
3 1b(234 bp).2a(139 bp.190 bp, FBAF 4 F s B 190 bp &
#).2b(337 bp) M 3b(176 bp); % 2 P ¥ Jy 1a(208 bp) . 3a
(232 bp).4(99 bp) .5(320 bp) .6(336 bp) ;& 3 F=¥ K 1c(104
bp) .2c(251 B 300 bp.117 bp),
2 % ES

kbt HCV Hrdk ¥R A 125 61, 1b.2a.3a,2¢, 1c £
B HCV #5243 3 58. 4% (73/125) .21, 6% (27/125) .
3.2%(4/125).8. 0% (10/125) ,4. 0% (5/125), AJa PCR j=
YR I UK I LI 1

1112 13 21 22 23 31 32 33 M

00
400
00
20
100

50

M:DNA 2 FARIC ;1. 1.1.2.1.3: 1 SRS 14 .55 2 4.4 3
B32.1.2.2.2.3:2 ShRAE 1 .55 2.5 38:3.1.3.2,3.3:3 5
AR LB R 2EEIE,

& 1 HCV 43 8 5 B BB ik B

3 a9t e

PIIT 2 HCV 2 il A (o0 4% g% o 1 5 | Ak 1) U 22 L 12
PERIEVES . BHT. 2IRAAE 1.7 E 20 {2 HCV E e &
LMY 350 TR AT, e E L HCV F8E i i
LA 35 % e B 3 MBGH 1L 5 000 J7, J8& HCV this B 8
R, HCV R4 23 B B Fbe. R HCV 3 W 418 #
BRIV HI I 2 TR, v HCV 43 2 36 R (3026 ~ 35 %) L 3
BE B (20% ~ 25%6) , 43 B Bk (5% ~ 9%) Hl#E Fl (1% ~
5% H B R RO [R] 7 B A 6 R, HCV 3 [H R A
ST IR 22 5. B R S E P R L A la, £
DTS, FERB 1L W E A A T W RO R . A
W 2a F1 2b 5 4Bk HCV ZEFR B 10% ~30% , 43 i LLAL 5 .
I H T H AR S5 i X O =5 v Kl X HCV 1~6 A
¥ 53 A HLL 1b.2a B WL Horp 1b AL (5 709 ~80% . 7F
T 90%0 DL b 2a BTG AL B Wi £ . BE & E AN S
RIGZ AL A %, E HCV B AL A E g 4 &
A Ar, REMTHRET M BoR R R HCV 3% N R R e i o
Lo VHCV 5k BRI RUAE S8 35 v 119 43 A1 B B 5k PR 78RR & 2k 1R 7Y
HCV YR 7Epg b X A1 19 25 5 JC 48 127 3 S0, B HCV J
PR IR A o R I X P A A R AT 22 7. X 5 AR 5T A 4
F—8, ARWFIT R H R X PR 4 R FRE DL 1b R
Py F WO 2a T, RAEILEE HCV BER 2 0T R 5 #
20 LA YT A AL AR Sk 00 B R S R P E L 1b/2a S
PR A R o 120 BG4 TR A 26 R R e i 2, ]
RE 5 AR AR SR IR A 56 CAS I 98 OB 0 A A 8 Bk U Tk i %, AL
Ak B AN ARG 7 o I A e DX 0 LAY e R 2e B L 45

BT H N b X AT HCV JERE R 2 24 dE, HCOV R i 5 2
R AR R ) BT I AR R R L AR T R AR B e AL R
2550 % ~80 % B H T KR 218, Hh 25 20% & J& % iF i
b W RE G R RN 1S~ AN ] B R EFED . R
[7i) ik PR %0 0 3 PR SF R HCV X IF U B9 458 45 F2 R Al . HCV
RNA % # [z b B & 1 7% BRFE B A5 1 48 1k, H 1 v 7K 57
55 T 4 TG S AR B A OG . AR KWL HCV E AL
HCV RNA & 545 W @ A et SE A 1.2 J& e 3 1l v HCV
RNA 7K I 2 5 F 36 R B 3 8 3 1 & 3 5 2 1 06 IR L 5 1
Grg AR AR YR I 45 SR DL 1b B 32, 2a BUVK 22, 1
H AR A 0095 3 % S ¥ KT 103 copy/mL, X Af g5 1.2 A
TR S E R WARAR X, RNFE HCV 3 H A X G971
SR A A A 22 F 0. HCV 36 K 8 2 R B F 0% 35 34 2L H)
Wi B8 A F1 M 8 S i B F . o F 3% (IFN-0) &R 97
HCV By 1 2625 4. T IFN-a B9 I K7 205 HCV 4k B &Y
HEY KR, M2 HCV WA FI697 H L0k B oh &
B, R, HCV B 43 B A B2 09 I R & L BF5E HCV %
i TR Y A i R 2 53 B G AH S ML BB A2 S I T 48 1912 T IR
Y7 0B LA R TS 0 A AR 5 A T AR

S ik

[1] Alberti A,Benvegnu L. Management of hepatitis C[J]. Hepatol.,
2003,38(Suppll) :104-118.

(2] XUHRAR, £ 4 4. % o 5 73 B 58 A8 2 00 I IR 4 2 B B 9K 0
(0. S IFJE o 2 & 2008, 11(6) - 410-411.

(3] XS, Bk, Bk I . 5. 79 B I 48 B DR Y 43 7 4 s S AT 43
BFLID. I BiA 0 BE 2 2R 5, 2010, 32(12) ; 1347-1348.

[4] Sinmonds P. Genetic diversity and evolution of hepatitis C virus 15
years on[ J]. Gen Virol,2004,85(11):3173-3188.

[5] Hion K, Yamaguchi Y, Fujiwara D, et al. Hepatitis C virus quasis-
pecies and response to interferon therapy in patients with chronic
hepatitis C:a prospective study [J]. ] Viral Hepat,2000,7(1) ;:36-
42.

[6] Nguyen MH,Keeffe EB. Chronic hepatitis C:genotypes 4 to 9[J .
Clin Liver Dis,2005,9(3) :411-426.

(7] mesfvst, sRAVL, £/ % RN HCV ARAPERY £ 5r [T ]. fes
#524.2008,5(24) :568-571.

[8] Yuen MF,Lai CL. Response to combined interferon and ribavirin
is better in patients infected with hepatitis C virus genotype 6 than
genotype 1 in HongKong[]]. Intervirology,2006,49(1-2) ;96-98.

[9] VFEME, R 2R NARLUIT R 22 AE 451 2 11 NS3 XJ 2 in 45
ity 2 Feik oo [, B B AS 56 B8 4% 2% 7K. 2010, 31(8) : 778-779,
782.

L10] G e, kb 20800, $h i 6 L 46, 73 BUHF 42 905 75 4F 4 65 X ABC % il
V)43 T (] F 42 FHE G 4% Ak 2004, 12(4) 1 237-239.

C11] FRig o, XIELSE , 22 e fe . 45, 1L 7R b IX 7R 700 JIF 46 o 7 36 IR Y % A
K ZE AN L] AR K2R BT 2010,48(2) 1 140-141.

[12] Raghuraman S, Shaji RV, Sridharan G, et al. Distribution of the
different genotypes of HCV among patients attending a tertiary
care hospital in south India[J]. ] Clin Virol,2003,26(1):61-69.

[13] Seeff LB, Hoofinagle JH. Appendix: The National Institutes of
Health Consensus Development Conference Management of Hep-

atitis C 2002[J]. Clin Liver Dis,2003,7(1):261-278.

(R 3 . 2011-11-09)





