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Application of identification nucleic acid testing for screening of hepatitis B virus in blood samples
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Abstract: Objective To discuss the application value of nucleic acid testing (NAT) for virus screening in blood samples. Meth-
ods Blood samples were detected by serology method and NAT. Novartis Procleix TIGRIS system was used for NAT. Positive
samples were identificated. hepatitis B virus(HBV) DNA positive samples were detected for five serum markers by using electro-
chemical luminescence test. Results A total of 10 127 blood samples were screened, among which 30 cases were NAT(+). 12 ca-
ses of samples were NAT(+),enzyme linked immunosorbent assay(ELISA) (—), and the omission rate of ELISA was 1. 18%s.
After identifying, 6 in 12 samples were HBV DNA(+) and ELISA(—), negative with the five serum markers or anti-HBc(+) ,
without human immunodeficiency virus(HIV) RNA or hepatitis C virus(HCV) RNA. 7 in all of blood samples were NAT(—) and
ELISA(+), including 3 samples of HBsAg(+)and 4 of anti-HCV (+). Conclusion

blood transfusion caused by omission of ELISA, while with omission too. Therefore, combined application of NAT and serology

NAT could effectively decrease the risk of

detection could be essential for screening of transfusion-transmitted virus.
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