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Antibiotic susceptibility and homology analysis of Corynebacterium isolated from clinical specimens
Xie Aiziang
(Departement of Clinical Laboratory, Traditional Chinese Medicine
Hospital of Puyang City ,Puyang He nan 457000, China)
Abstract: Objective To investigate the drug susceptibility and homology of Corynebacterium isolated from clinical specimens.
Methods Minimal inhibitory concentrations(MICs) of Corynebacterium to 12 antibiotics were tested with home-brew broth dilu-
tion microplates and genotypes of Corynebacterium were characterized by random amplified polymorphic DNA-polymerase chain re-
action(RAPD-PCR). Results

rofloxacin, tetracycline and clindamyci were more than 50% , and to doxycycline, imipenem, gentamicin and rifampicin were about

The drug resistance of 184 strains of Corynebacterium to penicillin, cefotaxime, erythromycin, cip-

60% —80% ,to vancomyecin and linezolid were 0%. Eighteen strains of Corynebacterium stratum could be divided into 5 types, a-

mong which 14(77. 8 %) strains belonged to A-type. Conclusion The sensitivity of Corynebacterium to various antibiotics might be

decreasing and there could be a tendency of in-hospital spread of Corynebacterium stratum.
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M5 A BEIRFF I MIC 247 E . ek 2 2 36 75 70 52 T &
W 35 Ay B ATCC25922 TR AT BT 45 . FHoAth 25 ) HT il 4% % Bk T
ATCC49619 R #EAT I 5 .
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1 5'-GGTGCGGGAA-3'
2 5-GTTTCGCTCC-3'
3 5'-GTAGACCCGT-3'
4 5'-AAGAGCCCGT-3'
5 5'-AACGCGCAAC-3’
6 5'-CCCGTCAGCA-3’

1.5 BEHsm

1.5.1 DNA#EH 44 EP & FIA 50 ul ¥ 5 (50 mg/
mL) FEILA 1 SRR B AR 9 4l 55 32 9. 37 “C I 30 min; il
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min, B0 150 pL Tris, B E) 5 —20 CHE.
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