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Detection of G145R/A mutation of hepatitis B virus S gene by inhibition PCR fluorimetry
of antisense nucleotide and its clinical application”
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Abstract : Objective  To construct an inhibition polymerase chain reaction(PCR) fluorimetry of antisense nucleotide for the de-
tection of G145R/A mutation of hepatitis B virus(HBV) S gene and to investigate its clinical application. Methods The PCR prim-
ers were designed based on the sequence of mutation of 587 and 588 sites in HBV S gene and the wild antisense nucleotide sequence
of HBV S gene. The PCR amplification of wild type sequence could be restrained,but that of mutant type could not be restrained.
Results DNA in plasmid samples and clinical samples with HBV were amplified by using mutant primers. 12 samples,confirmed to
be with G145R/A mutation by PCR, were further to be positive with HBsAg and HBsAb by detection of ELISA. Conclusion The
PCR method, described here,could be proved to be convenient and accurate for the detection of clinical samples.
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1.3.2 sefEbkdsr  BPAERGERE SR DNA 5145 -GTT TGC
TGT ACA AAA CCT TCG GAC GG-3"#il 5'-CAA TAC CAC
ATC ATC CAT ATA ACT-3', 2725 I 5i e bk DNA 514 .5'-
GTT TGC TGT ACA AAA CCT TCG GAC AC-3"HI 5'-CAA
TAC CAC ATC ATC CAT ATA ACT-3' LAl K HBV k54 i
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1.3.3 DNA RN FHBURD DNA $2 505 & . 40 3 A EF A= A

Pk

13,4 UMl PCR PRI G145R/A KR %2
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*2 R X #ZBEHE PCR %k & M G145R/A EEREEIT

s ik DNA A s it B

1 Logaceir HBV S1+HBV S2+HBV S7 HBV S #[H DNA

2 I A T HBV S1+HBV S2+HBV7+HBV S5 S S ) BT A T R PCR 474

3 AR HBV S3+HBV S4+ HBV7 HBV S [ DNA

4 5715 1) HBV S3+HBV S4+HBV7+HBV S6 S S il 7 58 A8 ok PCR 4 4
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K9S Bk DNA HBV S5 il A%k (L)

1 745K HBV S3.HBV S7 45 1 4L 3.0
2 RAZH HBV S3.HBV S7 451 L 2.5
3 278 HBV S3,HBV S7 £ 1 L 2.0
4 275Kl HBV S4.HBV S7 45 1 4L 3.0
5 RASE HBV S4,.HBV S7 % 1 pL 2.5
6 ZAER HBV S4.HBV S7 % 1 L 2.0

x4 R ZBERHI§l PCR
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3 ALY HBV S3+HBV S4+HBV S7 P /24 HBV S 248 8 3£ B DNA 32 BH 1
4 RAZHRY HBV S3+HBV S4+HBV S7-+HBV S6 R4 /33 G145R/ A 5278 Jii ki PCR 47 4% 41 thi
o S8 HBV S3+HBV S7+ HBV S5 FHYE/23 WL TR G145R 28745
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2.2 R UAZEmME PCR %6 G145R/ A Kk K 5848 7
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S3.HBV S4 . HBV S7 [y 2 1% & H B4k
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E AR I E ¥ 4% 2012 48 6 A % 33 %% 12 # Int ] Lab Med.June 2012, Vol. 33,No. 12

« 1419 -

FH .
2.4 IGREZI G145R/A FEH A bR A W RRIT 5 & 25
SRR ni587 1 1 T4 ok fi 15T W AR, ni588 Y 12 NS W it v
e AL

x5 Iite PR AR A 46 i 45 3R

T e HBV DNA # 4t (copy/mL)
1 G145R 2.0X108
2 G145R 4.0X 107
3 G145R 5.0 107
4 G145A . G145R 6.0Xx10°
5 G145A .G145R 3.0X 108
6 Gl45A 5.0 108
7 Gl45A 2.0X 108
8 Gl145A 1.2X108
9 Gl45A 3.0X 108
10 G145A 2.0X 108
11 G145A 5.0X10°
12 G145A 8.0 105
3 it it

HHIA B K B HBsAg 19 a” i Jit P 28 1 A~ 3 2 5 R )7
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R MU EE 165 ALl B R ™ A= A8 R X 5 OR8] — B, HE A
ATRESE S XL R a” B R T R A R R AR e, e
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eI AE R F M HBV 1) S 3L R & 2 58748 if 5: 3 HBsAg i
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BB AL B H TR IT 9 I (AR 3 . PCR AR 2 A, 2¢Ot 5 141
PRl fige 0 B T K 906, A3 G n GLASR/A BB AR R,
2 4 1Y PCR 9 YR TN 25 1 w7 i BF A5 RSOk, A 3 fi5 &
XA TG Y HBV S5 i), JHEF A BB 51 4 HBV S1+HBV
S7.HBV S2+HBV S7 PCR ¢ Y6 K 1l 45 5 4 [ 14 . PCR $™ 44
B4l g8 45 % HBV S3+ HBV S7.HBV S4+ HBV S7 PCR
YEUCR I 4 R BAE , PCR 9™ 3 R Bl il 43 504 iy G145R %

AR G145 A 7% 5 7 % 548 B FORL , A 3 A5 4 J L5 78 B 1|
¥ HBV S6 B, FH %8 22 # # %t 51 4 HBV S3+ HBV S7,HBV
S4+HBV S7 PCR % S K Ml 45 5 2 [ ¥ PCR 47 3 9 4 4
I A A A A6 0 45 SR 356 WA . HBV S JE R A AE nt587 Fl nt588 Hi Ak
KA, % ELISA (K o HBsAg #l HBsAb XUBH M, Bi B i T
G145R T G145A A2 5, G 30" " P10 J5E e 7R 25 1 078 77 AR
$EPER Y HBV S B 78 S bk, AT L 0 HBsAg Al HBsAb #t
PEAIOE:E IR

PR XEFATIG| YA 25 PCR P14, 52100 400 ) 85 A 7
(A% GI45R/A LR AESOHOBERIF I 1 B Avr =48 B
TR T H Y11 B, Dok R GL45R/A 8748 . A Jy ik
B CAR PR A HA BGR R R B . i TR HBV /Y
S DCEE R 278w T O 5 4 B AR B AR AR 2 U
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