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Abstract : Objective

the detection of Orientia tsutsugamushi(Ot). Methods

To construct an optimized real-time fluorescent quantitation polymerase chain reaction(qPCR) assay for
DNA concentration and genotype of Ot were detected by optimized real-time
qPCR assay in blood and tissue samples from patients and mice with infection of Ot,and the detection results were compared with
that detected by un-optimized real-time qPCR and nest PCR(nPCR). Results

qPCR,and 224 cases were confirmed to be with infection of Ot,including 108 patients were at early stage of akamushi disease and

660 patients with fever were detected by real-time

with fever less than 5 days,and in 55 samples from mice, 12 cases were positive with Ot for Gilliam strains. Ot could be detected by
un-optimized real-time qPCR in patients with fever for at least 7 days.and samples from mice could be detected with gene fragment
different from reference strains of Gilliam,Karp and Kato, which could be confirmed to be Kawasaki type by nPCR,identical to that
acquired by nPCR. Conclusion Optimized real-time qPCR assay could be a rapid,simple and accurate method for diagnosis of pa-
tients with akamushi disease.
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B4 3 MBI 4 MBS, 218 1.5 -TAC ATT AGC TGC
GGG TAT CAC-3'; 31 # 2:.5'-CCA GCA TAA TTC TTC
AAC CAA-3': 319 3.5'-GAG CAG AGC TAG GTA TGT
CGC-3";8|4 4.5 -TAG GCA TTA TAG TAG GCT GAC-3;
Gilliam #5|#.5-TAC ATT AGC TAG GTA TGT CGC-3;
Karp #5471 :5'-GAT CAA GCT TCG TCC AGT CGC-3';Ka-
to BB #.5'-ATA ACA TCG GAT TAT CGT CGC-3'; Ka-
wasaki 15| #).5'-CTA GGG ATC CCG TAG GCT GAC-3',
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GGG CAT ACA GGC ATG GTT GCA TCA GGA GCA CTT
GGT GTA GCA ATT AAT GCT GCT GAG GGT GTA T-3,
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GAT CAA GCT TCC GGT-3',
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HA Ot B 57 504, HoR I R A% 29 nPCR [ 100 £% , 8§ /&R
Mg m  EE M. ASCHIRA R BaR AN CVh 0,050~
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