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In vitro formation of biofilm by Candida albicans and its relationship with genotype
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Abstract: Objective To study the relationship between in vitro formation of biofilm by Candida albicans(C. albicans) isolates
and genotypes. Methods 52 strains of C. albicans isolated from respiratory tract were isolated and incubated for 24 h. The metabolic
activities of cells within biofilm were measured by XTT-reduction assay. The genetic similarities of isolates were assessed by rep-
polymerase chain reaction(rep-PCR) and analyzed by cluster analysis. Results 26 C. albicans isolates were with high performance
of biofilm formation. Similarity coefficient of tested strains was 0. 79=40. 13. Similarity coefficient of isolates with high or low per-
The relationship among C. albicans iso-

formance of biofilm formation were 0. 840. 14 and 0. 81 £0. 12 respectively. Conclusion

lates from respiratory tract might be close. The isolates with similar ability to form biofilm might be without cluster of genotypes.
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1.3.2 IO RBREE RSN Y TR B 1 G806 PR B R
1719 100 2 2R B B bR B PP SD B8 AR 37 “CH5 3% 24 h, Bk
TR P €, 8 K o B B VR 2 Fh P YPD 552 56,30 °C 150 r/min
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2 40 IE I )5 72 “CHEAP 10 min,

1.3.4 4538 BPCR ¥ 10 pL 754 0.5 pg/mL R Z
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2.1 PRSI RO DA A BE 0GB I e A5 R AR AR ATCC
90028 ,ATCC 64550 J& 52 #f [ €5 4% Bk T4 It IR 2 B8 #k 1K 51 JE 1
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I 7 2 LAY I OGBE  A490 5 15 25 B 2E & 1 1 21 1t BT 5 TE AR
KGR BIORANF TR A490 (HAFTE 25 5L 4878 AN [ T4 bR 280 B
A KA T A0 BORE R — i 54 Bk T A490 {H /9 LA 1 %
0.496, LT A490 {H = T 88 T ILATHEOy 5L, X 40 A A&
TR VA 2 W TR B RE 7 AR T A ) B I R R A
26 Bk CTE Bk 19 4 = S ATCC 13822, ATCC13860, ATCC 13874,
ATCC 13879, ATCC 14129, ATCC 14199, ATCC 14215, ATCC
14263, ATCC 14985, ATCC 14361, ATCC 14371, ATCC 14533,
ATCC 14638, ATCC 14811, ATCC 14813, ATCC 15007, ATCC
15086, ATCC 15157, ATCC 15375, ATCC 15538, ATCC 15694,
ATCC 15738, ATCC 15860, ATCC 15863, ATCC 16288, ATCC
16335) bR ifEfk ATCC90028, ATCC 64550 K FL A I BR 43 85 4k
B 1A W e g AR

o s
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M:DNA 5 FhrdE#; 1: ATCC 64550;2: ATCC 1500433 ATCC
13822;4: ATCC 138563 5: ATCC 138603 6: ATCC 13872; 7: ATCC
13879;8: ATCC 14127;9: ATCC 14129; 10: ATCC 14215; 11: ATCC
16029;12: ATCC 14386;13: ATCC 14361;14: ATCC 14533;15: ATCC
14577;16 : ATCC 14638,
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23k 10 400 BT A B 6 8 2R 0 o bk R R AL H R 400,
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M:DNA 4 F i & : 17. ATCC 15968; 18: ATCC 166145 19;
ATCC 15993520 ATCC 16007321 ATCC 15374522 ATCC 15346323,
ATCC 15086324 ATCC 90028325 : ATCC 14985326 ATCC 14117327,
ATCC 14199;28: ATCC 14263329 ATCC 14371;30: ATCC 15538331
ATCC 16335;32: ATCC 14813;33: ATCC 14567334 ATCC 15148335
ATCC 13874,

2 19 % A B &R HE rep-PCR 54 &%

M 36 37 38 39 40 41 42 43 44 45 46 47 48 49 50 51 52 53 54

M: DNA 4 F 45 & #; 36: ATCC 15007; 37: ATCC 150975 38:
ATCC 15101;39: ATCC 15157;40: ATCC 15222;41: ATCC 15375;42:
ATCC 15545;43: ATCC 15582;44 . ATCC 15694;45: ATCC 15700;46:
ATCC 15729;47: ATCC 15738348 ATCC 15860;49: ATCC 15863350
ATCC 15887;51: ATCC 15881;52: ATCC 16288;53: ATCC 14811;54
ATCC 14908,
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