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Value of HBV-LP in patients with chronic hepatitis B receiving antivirus treatment
Wu Kaiwen' ,Li Guochun' , Zhou Zhenzian® , Xia Dunnian®
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Hospital of Nanjing City,Nanjing,Jiangsu 210003 ,China)

Abstract: Objective To investigate the clinical value of hepatitis B virus-large surface protein(HBV-LP) in patients with chro-
nic hepatitis BO(CHB) receiving antivirus treatment. Methods Serum samples,frozen at —70 °C and detected from 56 cases of pa-
tients with CHB receiving valid antivirus treatment, were detected for HBV-LP, HBV surface antigen(HBsAg) , HBV surface anti-
body(HBsAb) ,HBV e antigen(HBeAg) , HBV e antibody(HBeAb) , HBV core antibody(HBcAb) ,and HBV DNA. Results The
mean of A value of HBV-LP in HBeAg positive group was higher than HBeAg negative group(1. 11£0. 40 wvs 0. 561 6+0. 21, P<<

0. 05). Level of HBV-LP and HBV DNA decreased after antivirus treatment. Level of HBV-LP was positively correlated with HBV

DNA(+* =0. 860 3,P<C0. 05). Conclusion
pecially in patients negative with HBeAg.
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HBV-LP might be useful for evaluating the efficacy of antivirus treatment for CHB, es-
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