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Expression and significance of SBEM mRNA in peripheral blood of patients with breast cancer
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2. Department of Clinical Laboratory ,the Second A f filiated Hospital of Soochow University ,Suzhou, Jiangsu 215004 ,China)

Abstract: Objective To explore the expression of SBEM mRNA in the peripheral blood from patients with breast cancer and
its correlations with clinicopathological parameters. Methods Nested reverse transcription-polymerase chain reaction (nRT-PCR)
was performed to investigate the expression status of SBEM mRNA in the peripheral blood from 60 cases of breast cancer, 20 cases
of benign breast diseases and 20 healthy volunteers. Results The positive rate of SBEM mRNA expression in breast cancer group
was 46. 4% (26/56), whereas those in the other two groups were both 0. 0% (P<C0. 05). The positive rate of SBEM mRNA ex-
pression was correlated with lymph node metastasis and TNM stage, but was not associated with age and tumor size. Conclusion

The positive expression of SBEM mRNA in the peripheral blood of patients with breast cancer might serve as a diagnostic marker of

micro-metastasis and be helpful for the correct clinical staging, prognostic diagnosis and treatment for the patients.
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12 345678911 BM SBEM mRNA ik P4 2 5 il R BE I Z 19 5 R, 45 R KW
PR 5 88 2 AR I LR /N TE 0% B 5 A TG itk T 45 5 % A
TNM 48 #AMI 5, o/ 22 F0 78 07 SR A5 AR B 5 4 ) 10 O 3%
455 3 W 2L R 8 SR 3% SBEM mRNA F ik H % 46. 7%
00bp (43/92) , 5ARBIFEH R A — B Z I SBEM mRNA B 1
;fg\; 3323 KE%%‘E%*Q%mﬂﬁ%%iﬂﬁf#ﬁ%ﬁﬁ%%/\ﬁ%
B actin A5 45 S 2% IH 1 IR 6 AR A A1 R i o 7 AR R A i, B S e
sy F— SEEERS A TNM 43 814 56 $5% TNM 43 90 68 95 . Jo o0 08 53 £
3.5.6.7.10: 51k SBEM;1.2.4,8.9.11. A% ik SBEM;B. 5 |9 %t

I, M:DNA 4> FFric ¥ .
B 1 nRT-PCR #& iU 2L PR & & & 5P A Il SBEM mRNA

2.2 SBEM mRNA £k HMESHERBHSBHM LR AR
AL AN H I SBEM mRNA 2 i B 5 15 1 B B 2 5011 56 3
ArpT IR 2.

*2  IBEASNEM SBEM mRNA RiAPAHERS

ERFESHAXR
s 5 8 2 8 n SBEM mRNA JHE[2(%)] 2 P
()
<60 18 8(44. 4) 0.006 7 1.000 0
=>60 38 18(47.3)
Ji 985 /N Cem)
<5 16 6(37.5) 0.303 3 0.554 5
=5 40 20(50. 0)
TNM 444
I+1 22 6(27.3) 4.152 6 0.029 0
I+ 34 20(58. 8)
WL
A 38 22(57.9) 4.897 2 0.020 8
T 18 4(22.2)
3 a9t B

i 988 A B 1 R R AN A B R R R Y B
RA WG AT A I R R A R XEY.,
SBEM ¥ R & BT 2002 0 & —Fhaf J T AW 3L I 2 K
T SPL AR B B B BT ROV ZERR R4 . nRT-PCR 763
i PCR b SN A5 HEAT TR 5734, 38 % T PCR U
PRV 5. %6 5T SR nRT-PCR 4 W 3L R 98 /8 &
SBEM mRNA 23k FH¥: %K 50. 7% (34/67) 1 & T A BF 57 45
LTI BB A R 22 T 8. A B ST A AT T L B A AN Rl

o O A L R 2 N A L P A B2 4 O 5 20 L R R
S A T B RS IR A L v RS 20 N R B B AR L A
JE i SBEM mRNA Bk A8 w . phah . FURE T . T8
WA th SBEM mRNA 35 . $2 75 & 53 5 301 2L I A8 3% L 7T 6
A7 7E 988 200 M0 22 ML 35 B RO B A R it — 2P BT 5

B2 FLURE B SN L SBEM mRNA A6 I % 3 £ 1 75
77 FL IR S B B AT T R S T A O FLUIRR R 12T
Ja VAL B AR

& ik

[1] Carcoforo P, Bergossi L, Basaglia E, et al. Prognostic and thera-
peutic impact of sentinel node micrometastasis in patients with in-
vasive breast cancer[J]. Tumori,2002,88(3) :S4-5.

[2] Miksicek RJ.Myal Y, Watson PH, et al. Identification of a noval
breast and salivary gland-specific, mucin-like gene strongly ex-
pressed in normal and tumor human mammary epithelium[ J].
Cancer Res,2002,62(10) :2736-2740.

[3] Weigelt B, Verduijn P,Bosma AJ,et al. Detection of metastases in
sentinel lymph nodes of breast cancer patients by multiple mRNA
markers[ J |. Br ] Cancer,2004,90(8):1531-1537.

[4] Skliris GP,Hubé F,Gheorghiu I.et al. Expression of small breast
epithelial mucin(SBEM) protein in tissue microarrays( TMAs) of
primary invasive breast cancers[]]. Histopathology,2008,52(3) :
355-369.

[5] Liu ZZ,Xie XD, Qu SX, et al. Small breast epithelial mucin( SBEM)
has the potential to be a marker for predicting hematogenous mi-
crometastasis and response to neoadjuvant chemotherapy in breast
cancer[ ] ]. Clin Exp Metastasis,2010,27(4) :251-259.

(6] Bt X &1 ¢ W B, 55, 7L e & % 41 8 i SBEM mRNA
CD44V6 11 20 K FEifi R B8 CLT T o el fifogg ol R » 2005, 32.(7)
382-385.

(7] Ju/h22 . Stidde. ShHE I SBEM (14 3% 3k 5 21 I 8 80 B 56 &R I F 5%
(7. o [ % 5 40 B 2 &5 2009, 18(11) - 1122-1125.

s H #1:2012-05-16)



