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Abstract: Objective To study the integrons and the homology in multidrug-resistant Acinetobacter baumannii for rational use
of antibiotics and control of nosocomial infections. Methods Multidrug-resistant Acinetobacter baumannii(t MDRAB,n=101) were
collected from clinical specimens. Antibiotic susceptibility was carried out by K-B agar diffusion and agar dilution methods. Specific
PCR and DNA sequence analysis were performed for intl [ ,intl]] ,intl [l and variable region. The genotyping was investigated by
repetitive extragenic palindromic(REP)-PCR. Results The sensitive rates of 101 MDRARB isolates to minocycline and amikacin
were 36. 6% and 33. 7% ,the MIC to polymyxin B were all lower than 2 ug/mL. Ninety seven strains were positive for intl | ,with
47 strains contained aacA4-catB-aadAl box gene and 44 strains contained aacCl-orfX-orfX-orfX'-aadAl. Molecular typing revealed
multiple clones,with major clonal types being nosocomially acquired and more than 90% of isolates being related to type Al~ A4
and Bl ~B2. Conclusion Intl | with the box of drug resistance gene is a major determinative factor for the resistance in MDRARB, I-
dentifying the MDRAB phenotype with most type A and type B indicates that we should devise strategies to limit the clinical impact
of these serious infections.
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