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Study of the methylation difference in the promoter of interleukin 28 between maternal peripheral blood and fetal cord blood”

Ma Jianhong' s Zhang Yuanzhen' , Zhu Chengliang® s Zhou Chun' \Wang Yan',Chen Hong' ,Li Jia fu'
(1. Department o f Gynaecology and Obstetrics ,Central South Hospital of Wuhan University ,Wuhan ,
Hubei 430071 ,China;2. Department o f Clinical Laboratory , People’'s Hospital of
Wuhan University , Wuhan , Hubei 430060, China)
To explore the difference of interleukin 28 (11.-28) promoter methylation between maternal peripheral
The methylation specific PCR(MSP)method was ap-

Abstract : Objective
blood and fetal cord blood and its effect on the expression of 11.-28. Methods
plied to detect the methylation of 1L-28. The peripheral blood mononuclear cell(PBMC) was seperated from maternal peripheral
blood and fetal cord blood in order to compare the differences in the DNA methyltransferase activity. The levels of 11.-28 mRNA in
PBMC were measured by RT-PCR, and changes of 11.-28 were analyzed by ELISA. Results
methylation in fetal cord blood. The DNA methyltransferase activity was increased in PBMC of fetal cord blood(P<C0. 05). The ex-
pression levels of 1L.-28 mRNA was higher in PBMC of maternal peripheral blood,and 11.-28 was reduced in fetal cord blood ( P<C

1L-28 promoter was in the form of

0. 01). Conclusion
moter, which would cause the reduction of 11.-28.
methylation
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The increasing DNA methyltransferase activity in fetal cord blood could lead to high methylation of 1L-28 pro-
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FEH 20 DNA 2 pg, 0. 2 mmol/L NaOH A £ J5. fim A 3. 1
mmol/L . &% f& 44 1 0. 5 mmol/L Sk, # % & 55 C /KB
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R B 26 E RB 2 Al $2 4l
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Y3 0 Gul W B 3T
1.4 Giitsssb i SR SPSS1L. 0 S8 it 2 3R A BEAT Ge 3124 4
B 20 ] ACA-IgG,ACA-IgA , ACA-IgM J TgA i p2-GP T IH
PR BR A ¢ K. UL P<<0.05 NZEFAHHFE L.
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RSA 41 ACA-TIgG,ACA-IgA . ACA-IgM Ff 1t 51 £ 4 3 K
42.13.16 5, BH 459 R 41. 19,12, 7% .15. 7% . IgA $i
B2-GP T A 37 6. BH I & A 36. 2% . Horp B % 7= 4 ACA-
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ACA 1) 80 BT J5L 2 A7 7 20 1 BRSOk A B Hh 5 670 v i 119 00
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it p2-GP I i /R T . i BER S R 1 2wk A 43 A 21 41 i
ARAN 2 H 513 o B2-GP 1 4545 )5 B 4% 8 1 PR A 4, i
SRR AR B9 A BBk, B2-GP 1 K ACA 5 RSA 77
TP RE ., ACATE RSA tigfE W] 8458 : (D ACA fEH]
T % J2 2R T W e A0S BT L R e LG B L A R A e

TG 1A% 37 2 AN M AN 3 80 8 ) VR 6 42 32 PR B AIG L 4
FRE IR 6 S0 & A Wk /0. (2) ACA 7] Tt & A2 M
I F R BR 2R AP S Bl AR R AR TR O 51k G A AR
B T 3 A BRATIRES R . (3) ACA 1R T iR 4% 1L 4 79 K2 4
JiLREE A Wl M - 3 IR 8 M TR SR I ST A iR R I
A B E ]RGS R B R LA B AR RMAET . (D
ACA W] T4 MO R R 45 6 25 -V iV 1T CE5 408l g 45 &
HE-V R BEASBREENBEES A R HET C Y
TS R RE B I A ThE . ACA Ti%E S PN iz 40 36 ik 1l
PN B 2 R R R 40 LA R A0 i PR R T SR AR 1 AT
HmFIE . (B ACA F= w55 p2-GP 1 /%, 1fi B2-GP 1 ]
Tl 5 g AR I I L R . 2 ACA 5 B2-GP I &/ )5, 1T
S5 1 R A, 3 B Tg A Ht B2-GP 1 X Iff ¥ &% 21 9 5 & AE
WA

g TR & i R 5 BORE I SR 0 PN I AR T K L G
LR S48 288 3 L 7 iR A T RE 8GR L AT F: 30 RSA R E.
HMITE ACA 78 RSA BZ PR PP Ry 5% ~51%5 . EH
WFoE & 48 ACA 78 RSA B AR H14.29% , AWK
R ACA-IgG,ACA-TgA  ACA-IgM 7E RSA % v (1) [ 1
FAARE N 41.1%.,12.7% .15, 7%, |6 B4 F i i TgA 4t
B2-GP T P 37 fil, BAMEF 2 36. 2%, X+ RSA & £
ACA i R B B LA 40 Te A 4T 82- GP T ¥4 B F RSA %
99 DAL 12 T o DB B O 30 o A S 1 1 SR 8 YR T B 8 A IR S B
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