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Detection of EGFR mutations in non-small cell lung cancer tissues by two methods
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Abstract: Objective

der to find a suitable clinical detection method of gene mutations. Methods

To compare DNA sequencing and Tagman real-time PCR detecting EGFR exon 19 and 21 mutations in or-

To detect EGFR exon 19 and 21 mutations in 60 non-

small cell lung cancer patients by DNA sequencing and Tagman real-time PCR and to analyze two methods’ efficiency. Results

There was no significant difference between two methods in detecting EGFR exon 19 and 21 mutations(P>>0. 05) and the result co-

incidence rates of exon 19 and 21 mutations detection were 96. 7% (58/60) and 98. 3% (59/60) ,respectively. Conclusion DNA se-

quencing and Tagman Real-time PCR
suitable for guiding the clinical molecular targeted therapy.
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all could be used for mutations detection of EGFR exon 19 and 21. DNA sequencing is more
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B LA 39 Fifr 5 A5 24 T A1 A9 3 98 78 5 AT R i L T il
f AT LG 5 NSCLC B 3% 4> F 8RR 7 1) EGFR 3/ 18~
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