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Abstract : Objective

nosa(PA) strains. Methods

To explore the resistant mechanism to aminoglycosides among multi-drug resistant Pseudomonas aerugi-
Four kinds of aminoglycosides modification enzymes(AMEs) genes were detected by PCR method in
50 strains of multi-drug resistant PA. Multiple-locus variable-number tandem repeat analysis(MLVA) method was used to analyze
the relationship of the strains. Results AMEs genes could be detected in 35 of all 50 PA strains(70%). The detected rate of the
four types of genes was ordered as aac(6')-1(60%), aac(6')-11(40%), ant(2")-1(32%) and ant(3") -11(24%). The result of the
The es-

sential mechanisms of aminoglycoside-resistance in PA might be with the producing of AMEs. In addition, the fulminate infection

MLVA genotype indicated that there was not the fulminate epidemiological feature of multi-drug resistant PA. Conclusion

was not found.
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aac(6)-1 P1, TATGAGTGGCTAAATCGAT 394
P2;CCCGCTTTCTCGTAGCA

aac(6)-11 P1. TTCATGTCCGCGAGCACCCC 178
P2:GACTCTTCCGCCATCGCTCT

ant(3)-1 PL TGATTTGCTGGTTACGGTGAC 284
P2:CGCTATGTTCTCTTGCTTTTG

ant(2)-T P1:GAGCGAAATCTGCCGCTCTGG 320
P2. CTGTTACAACGGACTGGCCGC

1.4 MLVA (multiple-locus variable-number tandem repeat a-
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number tandem repeat analysis) i 51 B9 Z2 50, 1M FFI LR Image Lab {F (A SR 38 D e i 3 4 A A0 & A B
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ms142 msl42-1 AGCAGTGCCAGTTGATGTTG 115 890(7)
ms142-R GTGGGGCGAAGGAGTGAG

ms211 ms211-L ACAAGCGCCAGCCGAACCTGT 101 663(5)
ms211-R CTTCGAACAGGTGCTGACCGC

ms212 ms212-1 TGCTGGTCGACTACTTCGGCAA 40 522(9)
ms212-R ACTACGAGAACGACCCGGTGTT

ms213 ms213-L CTGGGCAAGTGTTGGTGGATC 103 640(5)
ms213-R TGGCGTACTCCGAGCTGATG

ms215 ms215-1 GACGAAACCCGTCGCGAACA 129 765(4)
ms215-R CTGTACAACGCCGAGCCGTA

ms217 ms217-L TTCTGGCTGTCGCGACTGAT 109 606(2)
ms217-R GAACAGCGTCTTTTCCTCGC

ms222 ms222-1 AGAGGTGCTTAACGACGGAT 101 390(2)
ms222-R TGCAGTTCTGCGAGGAAGGCG
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