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Preparation of internal quality control substance of real- time PCR to
quantitative analysis of hepatitis C virus RNA and the quality control chart”

Deng Yanchao ,Li Quanshuang ,Shen Hongyan , Xu Zhan ,Ren Sipo

(Xuzhou Centre for Clinical Laboratory , Xuzhou Institute of Medical Sciences,Xuzhou
Central Hospital , Xuzhou, Jiangsu 221006 ,China)

To prepare an internal quality control substance of hepatitis C virus RNA(HCV-RNA) used in real time
HCV-RNA positive serums

were prepared,subpackaged into several centrifuge tubes and saved at —70 C. For the first time,all samples were continuously de-

Abstract: Objective

quantitative PCR,and prepare quality control chart with Microsoft Office Excel software. Methods

tected for 20 times in two tranches(group A:the first batch was detected under optimal conditions; group B:the second batch was
detected under routine conditions). The logs of mean value(Z) ,standard deviation(s) and coefficient of variability(CV) were calcu-
lated and quality control chart was plotted. For the second time, the serums were stored at —70 C for 12 months(group C: the third
batch was detected under routine conditions). The logs of ,s and CV were calculated. Results The logs of @ of HCV -RNA inter-
nal quality control were 5. 023 and 5. 041,s were 0. 228 and 0. 231,and CV were 4. 54 % and 4. 58 %. The difference in the logs of T
had no significance( P=>0. 05). There was also no statistical difference of s and CV. Conclusion Internal quality control substance of
HCV-RNA used in real-time quantitative PCR might be very stable and applicable in clinical laboratory,and quality control chart
could be plotted easily.

internal quality control; quality control chart
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