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Expression of human zinc finger 23 gene in carcinoma of the endometrium
Wang Yanhai
(Department of Clinical Laboratory ,Erdos Central Hospital , Erdos,Inner Mongolia 017000, China)
Abstract ; Objective To detect the expression level of human zinc finger 23 mRNA in carcinoma of the endometrium tissue and
cell samples,to investigate hZNF23 expression in relation to disease mechanism. Methods The expression levels of hZNF23 in 30
cases of carcinoma of the endometrium tissue and adjacent normal tissue were measured by real-time reverse transcription-polymer-
ase chain reaction. Results The relation expression levels of hZNF23 mRNA in 30 ovarian cancer tissue and adjacent normal tissue
were (7.3+4,15) copies/mL and (22. 0410. 2 ) copies/mL, the difference was statistically significant(P<C0. 05). Conclusion The

level of hZNF23 in carcinoma of the endometrium was greatly down-regulated compared with that in the normal tissue. hZNF23

might be a potential relation of the development for carcinoma of the endometrium.
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