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Development of three-probe assay for rapid detection of drug-resistant mycobacterium tuberculosis by real-time PCR
Zu Dongmei ,Cao Yicheng” , Xu Yao
(Biological Science and Engineering College of South China University of Technology .Guangzhou,Guangdong 510006 ,China)

Abstract: Objective To develop a new real-time fluorescent quantitative PCR system for detecting the drug - resistant gene
mutation in mycobacterium tuberculosis (MTB). Methods Rimers and probes specific to rpoB, katG, rpsl. gene of mycobacterium
tuberculosis were designed. A TagMan MGB probe-based, real-time fluorescence quantitative PCR was established. The specificity,
sensitivity and stability of the assay were assessed. Results The specificity of this established TagMan MGB probe-based real-time
fluorescence quantitative PCR was high and the detection sensitivity is 10 cfu/pl.. The value of R2 were 0. 997,0. 998 and 0. 999 re-
spectively and the efficiency of TagMan MGB-based probe real-time fluorescent quantitative PCR assay was 99. 511%,99. 286 %

and 102. 114 %. Conclusion This three probe-based real-time flurescent quantitative PCR assay is specific, sensitive and repeatable

in detection.
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