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Abstract: Objective To investigate the correlation of 1LL12B gene polymorphism with the risk of ankylosing spondylitis(AS) in
Ningxia population. Methods Using the case-control design method,297 AS patients and 370 healthy subjects were collected. The
genotype of 4 SNPs on ILL12B gene were detected with the polymerase chain reaction-high resolution melting curve(PCR-HRM) and
PCR-restricted fragment length polymorphism (RFLP) combined with gene sequencing,in order to analyze the genotype frequen-
cies, the haplotype and the cumulative effect of risk genotype. Results Significant differences were found in the distribution of the
genotype AA of rs3213094(P=0.032,0OR=1.534) and the haplotype AAC that contained the allele A of rs3213094(P=0. 018,
OR=1.352) between the AS and control groups. Cumulative effect may existed among the risk genotypes of the 4 SNPs on 1LL12B
gene. There were more subjects that contain 3 or 4 risk genotypes in the AS group than that in the control group. And the OR value
increased from 1. 731 to 4. 957. Conclusion A novel SNP rs3213094 on IL12B gene may be associated with the risk of AS in Ningx-

ia population.
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5rs3213094A/G 158683347 F.CTGGTTAGTGGAGACAGGAT HRM 63 20 54
R:CTCAGGGTGTCGAGAACAA — — —
rs2082412A/G 158650367 F: TTCACACATGGACAACCAAG HRM 63 20 82
R: TACTGGGGGAGAAATAACGAG — — —
rsl7728338A/G 146559675 F:ATGTGGTTTGTTCAGCTGG HRM 60 15 74
R:GAAGGCAGGGTGCCATTC — — —
rs3212227C/ A 158675528 F: TATGTTGTGAGAAATAAGAAGAGAC RFLP 64 30 515
R: TGATTGTCATAAAACTGATGTACTT — — —
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rs3213094 F: TGGGAAGACTAAGCTCTACTGGAC 62 30 45 618
R:GGAAGGCTGCCTTTAATAGTAACC
rs2082412 F.CACAGCAGAGGTCTGCACACATAG 62 30 20 180
R:GTACTGGGGGAGAAATAACGAGTG
rs17728338 F:ACGTGGCATGGAACATAGGAG 58 30 30 343
R:GGTGAGGTAGACAAGATGAGAAGT
rs3212227 F.: TATGTTGTGAGAAATAAGAAGAGAC 64 30 30 515

R: TGATTGTCATAAAACTGATGTACTT
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x5 SNP rs3213094-rs2082412-rs3212227 BA{KBY 4> 47
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