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Abstract: Objective To assess the effect of gender and detection method on genetic polymorphism of ALDH2. Methods AL-
DH2 genes in 271 patients were analyzed by gene chip and the genetic polymorphism was classified with different gender. In order to
compare the difference of two methods,61 samples were detected by PCR-RFLP. Results In gene chip,55. 0% (149/271)were ho-
mozygous for wildtype,45. 0% (122/271) were homozygous for mutants. Among genotyped male subjects, 54. 5% (91/167) were
ALDH2 GG,38.3%(64/167) were ALDH2 GL,and 7. 2% (12/167) were ALDH2 LL. Among female subjects,55. 8% (58/104)
were ALDH2 GG,35. 6% (37/104) were ALDH2 GL,8. 7% (9/104) were ALDH2 LL. There was no significant difference in gender
in this study. In PCR-RFLP, 65. 6% (40/61) were ALDH2 GG, 32. 8% (20/61) were ALDH2 GL and 1. 6% (1/61) were ALDH2
LL. No significant difference has been observed on the PCR RFLP when compared with gene chip. Conclusion There was no statis-

tical difference in genetic polymorphism of ALDH2 between gender and detection method(gene chip and PCR-RFLP).
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