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Patients with hepatitis C for genotyping, liver function and blood analysis in Wuhan area”
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(Renmin Hospital of Wuhan University , Wuhan 430060 ,China)
Abstract: Objective To study the distribution characteristics of Wuhan area in patients of hepatitis C,analysis the change of
liver function and blood indexes in different HCV genotype. Methods Quantitative detection of HCVRNA for the clinical diagnosis
of hepatitis C patients(the case group) ,and using reverse transcription-polymerase chain reaction(RT-PCR). Direct sequencing for
HCV genotyping and each patient were detected in liver function and blood analysis. Another 90 healthy subjects(control group)
In 90 patients,there were HCV1b 74 cases(82% , HCV RNA 8.19+2. 33)and 2a 7 cases(7.2%,

HCV RNA 6.12+£1.56). The liver function of case group was higher than control group and blood indexes were lower(P<C0. 05).

were the same detection. Results

But the liver function and blood indexes of different HCV genotype had no significant difference(P>>0. 05). Conclusion The geno-

type,liver function and blood indexes in patients of hepatitis C in Wuhan area has important clinical significance in clincal treatment.
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