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The analysis on the expression of 4 kinds of circulating miRNAs in plasma and
peripheral mononuclear cells for patients with rheumatoid arthritis”
Xun Chunhua , Hu Zhijian . Han Feng
(Department of Clinical Laboratory ,]Jiujang University Hospital , Jiujiang,Jiangxi 332000,China)

Abstract : Objective To investigate the expression levels of 4 kinds of miRNAs in plasma and peripheral mononuclear cells(PB-
MC) of patrients with rheumatoid arthritisCRA) and the clinical significance. Methods Real-time quantitative PCR was adopted to
detect the levels of 4 kinds of miRNAs(miRNA-146a,miRNA-223,miRNA-16 and miRNA-155) both in plasma and PBMC for the
randomly selected 43 cases of RA patients and 30 healthy subjects,and thoses plasma and PBMC specific miRNAs were analysed for
their function in RA. Results Compared with control group.in RA group plasma miR-146a and miR-155 were down-regulated (P<C
0.05) ,miR-16 expression increased( P<C0. 05) , while miR-223 compared with the healthy control group showed no statistically sig-
nificant(P>>0. 05) ;expression levels of 4 kinds of miRNAs all increased in PMBC(P<C0. 05) ; the correlation analysis for the ex-
pression levels of miRNAs in plasma and PBMC showed no significant correlation. Conclusion MiRNA-146a,miRNA-223, miRNA-

16 and miRNA-155 play important roles in RA,and the mechanisms for their appearance in plasma and in PBMC may be different.
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U6 snRNA TTC GTG AAG CGT TCC ATA TTT T ACA CTC
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