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Abstract ; Objective
Methods

To study the correlation between the total number of intestinal bacteria and type 2 diabetes mellitus.

The quantitative analysis was based on the amount of glucose consumption in bacterial culture. The total number of intes-

tinal bactera was calculated. The amount of glucose consumption was compared between groups,including control group, pre-diabe-

tes group.and type 2 diabetes mellitus group. Its correlation with type 2 diabetes mellitus were analyzed. Results

The number of

intestinal bacteria in the control group.pre-diabetes group.type 2 diabetes mellitus group were (6. 25-8.77) X 10" /g, (4. 87-7. 26)

X 10" /g,(2.79-5.09) X 10" /g, respectively,and negatively correlated with diabetes resistance index. CConclusion

The total num-

ber reduction of intestinal bacteria is closely related to the incidence of type 2 diabetes.
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