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Abstract : Objective

tigating the function of KILK8 on myocardial cells. Methods

To construct recombinant adenovirus expression vector containing rat KILK8 and provide a base for inves-
The recombinant adenovirus vector pAd-KLLK8 carrying KLLK8 was
constructed with AdEasy system and then transfected AD-293 cells to produce recombinant adenovirus Ad-KLK8. TCID50 was
used to measure the virus titers. The expression of target gene in Hela was tested by RT-PCR and Western-blot. Results It was
confirmed by PCR,sequencing identification and restrictive analysis that the target gene was cloned correctly to the shuttle plasmid.

The titer of the recombinant adenovirus was 3. 16 X102 IU/mL. Conclusion Recombinant adenovirus vector is constructed success-

fully and recombinant adenovirus Ad-KLLK8 can efficiently expressed in Hela.
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