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Analysis of antibiotic resistance and multidrug-resistant genes in Acinetobacter baumannii isolates from leukemia patients”
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Abstract; Objective To gain a insight into the antibiotic resistance phynotypes and the prevalent resistance genes of Acineto-
bacter baumannii isolates from patients with leukemia. Methods 120 A. baumannii isolates were collected in 2011. All isolates were
subjected to the Whonet 5. 6 software to analyze the susceptibility of 13 antimicrobial agents according to CLSI 2011 breakpoints,
and to PCR to detect resistance genes of blaOXA-51-like, blaOXA-23-like, blaOXA-58-like, blaTEM, blaampC, armA , ISAbal and
intl 1. Results
imipenem(51. 7%) .and meropenem(48. 3%). This study showed a high distribution of blaOXA-51-like, blaOXA-23-like, blaampC,

armA,ISAbal,blaTEM and intl 1 genes,which mediate resistance to structurally unrelated antimicrobials. Conclusion Carbapene-

The rates of resistance to the majority of antibiotics tested varied between 48. 3% and 94. 2% , with the exception of

ms still has good antibacterial activity against A. baumannii,but the high rates of resistance to most antibiotics in A. baumannii is a
critical issue. The full-time infection control personnel and physicians should actively participate in the antimicrobial resistance sur-
veilliance, appropriately use the antimicrobial agents,and effectively prenvent and control of infections caused by A. baumannii.
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