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Clinical distribution, antimicrobial susceptibility and vancomycin resistance gene of Enterococcus
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Abstract; Objective ~ To analyze the clinical distribution and antimicrobial susceptibility of enterococci, and research the
resistance gene of vancomycin-resistant enterococci. Methods Bacteria identification and antimicrobial susceptibility test were car-
ried by VITEK COMPACT system. Data were analyzed by WHONETS5. 5 software. Resistance gene of VRE was detected by PCR,
gene sequencing and BLAST online. Results 167 strains of Enterococci had been isolated,including 113 Enterococcus faeciums and
47 Enterococcus faecalis. The top three specimens were urine(34. 1% ) ,blood(16. 8% ) and ascites(15. 6% ). The top clinic depart-
ments from which the strains isolated was ICU(24. 6%). Drug resistance of Enterococcus faeciums was harder than which of En-
terococcus faecalis. The percentage of Enterococcus faeciums resistant to penicillin-G, ampicillin, erythromycin, ciprofloxacin and
levofloxacin was more than 90% ,and was higher than which of Enterococcus faecalis significantly(P<C0. 05). There were 11 stains
of Enterococci resistant to vancomycin, being confirmed carrying the vanA resistance gene. All the strains were susceptible to lin-
ezolid. Conclusion The antimicrobial resistance is serious in Enterococci, the isolating rate and resistance rate of Enterococcus fae-
ciums are higher than which of Enterococcus faecalis. Clinicians and laboratory staff should pay attention to prevent the dissemina-
tion of resistance.
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