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Abstract: Objective To explore the feasibility of the application of methylated ERG for noninvasive prenatal diagnosis, by de-
tecting and analyzing ERG concentrations of cell-free fetal (c¢ff) DNA in different gestation. Methods We randomly selected 90
healthy pregnant women,including 30 cases at each trimester of pregnancy. Using Hpa [l ,Msp [ to digest cell-free maternal plasma
DNA.,we performed SYBR Green PCR to detect methylated sites of ERG sequences,and analyzed the concentrations of ¢ff DNA in
maternal plasma during different gestational trimesters. Results Cff DNA concentrations increased over gestational age. The medi-
an concentrations(LLG copies/mL) in the three trimester groups were 5. 38, 6. 10 and 7. 04 sepzlrately(X2 =175.104,P<C0.01). Con-
clusion The study demonstrated the existence of methylated CCGG sites in ERG gene sequence of cff DNA. This fetal DNA bio-

marker may be useful for non-invasive prenatal testing.
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