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Abstract: Objective To analyze the relationship between genotypes of hepatitis C virus(HCV) and the therapeutic effects of
ribavirin combined with pegylated interferon a-2a,and to provide basis for anti-HCV therapy. Methods 179 untreated patients with
chronic hepatitis C were enrolled and subjected to standard regimen of ribavirin combined with pegylated interferon o-2a. Real-time
quantitative polymerase chain reaction(PCR) was performed to conduct HCV-RNA quantitative detection and the gene sequencing
was employed to perform HCV genotyping. Sustained virological response(SVR) was evaluated after treatment. Results Among
179 patients with hepatitis C,there are 79. 3% of HCV 1b type,8.4% of HCV 2a type,5.0% of HCV 3b type,2.2% of HCV 6a

type,1.1% of HCV 1b and 2a mixed type and 4. 0% of other types. SVR rate of patients with HCV 2a type was markedly higher

than that of patients with HCV 1b type, with statistically significant difference(y* =4. 956, P=0. 026). Conclusion

The major

HCV genotypes in this hospital are HCV 1b and HCV 2a,and the therapeutic effects of patients with HCV 1b type is worse than

that of patients with HCV 2a type.
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