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Abstract ; Objective

gion. Methods

To explore the a and f thalassemia genotypes and their constituent ratios among people in Nanchuan re-
Gap-PCR and reverse dot blot(RDB) techniques were employed to perform diagnostic analysis for « and B thalasse-
mia genes in suspected thalassemia patients in Nanchuan region. Results Among 1 001 subjects,390(38. 96 %) were diagnosed as
thalassemia definitely with 171(17.08%) cases of « thalassemia and 219(21. 88%) cases of 8 thalassemia. The most common dele-
tion genotype of o thalassemia was —sea/aa,followed with -3,7/aa and -4,2/aa. Their constituent ratios were 74. 27 % ,23.39%,
1. 75% ,respectively. The most common mutation genotype was CD17(80 cases) ,followed with CD41-42(65 cases) ,1VS- ][ -654(35
cases) ,CD43(15 cases) , —28 (eight cases) , —29 (three cases) , CD17-28 (two cases) , CD14-15 (one case) , CD71-72 (one case) , BE

(one case). There was 15 cases of o thalassemia combined with § thalassemia. Conclusion The major mutation types of thalassemia

gene are —sea/aa and CD17 in Nanchuan region.
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