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B E:BH ALAAR KRR LS A STR AR EHR4 S AWAH, F M4 Sinofiler R AATIZELSH 3 & s da
R R EBETHEEFE AN, Fik &R Sinofiler R AARIT L& F 3 £ 440 500 Mg R kL X AN 15 A
STR AW W s 5. At ZHAEAREFAH. BHR 15 A STR A E &K B & 5 # 3 # 4 Hardy-Weinberg -+ #f
(HWE) & &, 15 AN STR e A A S HE 5 A%, EHEMEA 0.033~0. 140, ANKiR 5] 40.860~0.967, 4 AR &4 F
#0.70~0.85,3F L H M 5 (PPE) % 0.492~0. 774, %64 & H 0.110~0. 261, & £ 0. 739~0. 890, X I I8 A A FEAH .
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Abstract: Objective To investigate genetic polymorphism parameters of 15 STR loci of Han population in Fujian region and e-
valuate the forensic application value of Sinofiler fluorescent multiplex amplification system in them. Methods Sinofiler fluorescent
multiplex amplification system was used to detect 15 STR loci polymorphism of 500 Han unrelated individuals in Fujian region.
Their genetic parameters were calculated. Results 15 STR loci genotype distributions were found to conform with the Hardy-Wein-
berg equilibrium(HWE) laws. 15 STR genetic markers showed highly polymorphic,and their matching probabilities were 0. 033 —
0. 140, discrimination powers were 0. 860 —0. 967 , polymorphism information contents were 0. 700 —0. 850, probabilities of paternity

exclusion(PPE) were 0. 492 —0. 774, homozygosity were 0. 110—0. 261 and heterozygosities were 0. 739 — 0. 890. 18 rare alleles

were found. Conclusion
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15 STR loci in Sinofiler system shows highly genetic polymorphism in Han population in Fujian region.

Fujian
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L2 FEEGH SN EZEG 0 Sinofiler ¢8R CE & 97
WRG RN & GEE ABL AR ., FZALL N Eppendorf Mas-
ter Gradient %l PCR " % {¥ (f# [#] Eppendorf 2\ #]) . Applied
Biosystems 3130 5t f& 43 BT AL (£ H ABI AR .

1.3 DNA#EH RJH Chelex-100 e £2 B ik M i # v £2 B
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M Genemapper 1D v3. 1 J& K 73 AL 5fF i & 15 A% e @ 1k
STR 2 [N J32 1y 5 (0 2 R
1.7 BHEAF 9 38 ] PowerMarker V3. 1 %44 & Modi-
fied-powerstates B {30 5 T0 & AR (1 SEE Y, %) 15 4~ STR 4k
[A & # 17 Hardy-Weinberg - (Hardy-Weinberg equilibrium,
HWE) & K50, 715345 STR e R 55 3 R4 B ORI AL,
S B R R A BE AR I BE T (Ddiscrimination power,
DP) ., JEAC B K (probabilities of paternity exclusion, PPE) \ £
&4 fE B & (polymorphism information content, PIC)
2 % R

A AL B A Sinofiler £ I R 4819 15 4~ STR e (K 3 55
ALKk PRIAREAS 53 A7 DL RE R 1L B35 2 COLCCTRT B 36 B 2 2 75 ) ) il
FICW SO o BRI 15 A4 STR #AER 10 ¥ 52 A &
LA VLR R 0. 033~0.140,DP 4 0. 860~0. 967, PIC
H0.70~0. 85, PPE Jy 0. 492 ~ 0. 774, #i & J£ X 0. 110 ~
0.261, 424 K 0.739~0. 890,15 4~ STR & [X & 1) % K 5 45
ROoMMFS HWE @, L3 1, 88 UK B Sinofiler £
DRG0 15 A~ STR KL R )88 55 0 BE R340 A W2 1. gl
J& 500 A F6 K AR TE Sinofiler #5 R 4811 15 4~ STR Jk K J&
B A S DR B0 L3R 2,

1 & i X IR B 4K 15 4 STR ZEEER
BEFSRITHIE
P
He [N A . DP  PIC PPE Zk&H &%

(HWE)

D8S1179 0.044 0.956 0.83 0.710 0.142 0.858 0.6065
CSF1PO 0.110 0.89 0.70 0.519 0.244 0.756 0.5451
D13S317 0.070 0.93 0.70 0.576 0.212 0.788 0.4925
D19S433 0.063 0.937 0.78 0.584 0.208 0.792 0.5014
D18S51 0.033 0.967 0.85 0.730 0.132 0.868 0.9570

D6S1043 0.036 0.964 0.85 0.774 0.110 0.890 0.1643

D21S11 0.059 0.941 0.79 0.635 0.181 0.819 0.7855
D3S1358 0.140 0.860 0.66 0.492 0.261 0.739 0.2447
D16S539 0.083 0.917 0.75 0.601 0.199 0.801 0.3324
vWA 0.074 0.926 0.76 0.573 0.214 0.786 0.5938
D5S818 0.083 0.917 0.74 0.534 0.236 0.764 0.4856
D12S391 0.045 0.955 0.82 0.647 0.174 0.826 0.2727
D7S820 0.105 0.895 0.71 0.544 0.230 0.770 0.2358

D28S1338 0.034 0.966 0.85 0.679 0.158 0.842 0.1186

FGA 0.038 0.962 0.84 0.679 0.158 0.842 0.4342
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A s HBeAg BAYEH R BEAE 9 HBV & i 2 1k i J40 Wi K 9 . T
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TR B0 B — 5 H R B AT 9 T I T SR R R A e ke
LRI HBV (g R0 ABEIT 45 - WoR < O HFmixd 7
5 HBV-DNA [P U] W ARG M. 5 X 2 7 s )
5 HBV-DNA 7K & N AH B3R &b 7 R o B B e 8 3 1R
HBV [ & HlR 5 .

Li LR Z P 2 7 05 HBV-DNA 5 B 8 #] 56
4, HBV-DNA 7] % Bt HBV fy s e & 76 K, « 20 w3 4
270 7 R B R HBY 8 G B AR BE , 38 # B SR #b T AR
iy TR F M T R RS W T SO AR B R SRR A .
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