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Abstract : Objective
Guangxi. Methods

To analsyis the hematological character of Thai deletion o- thalassemia and to survey the incidence in
Hematological analysis was performed using standard techniques to measure red blood cell parameters and he-
moglobin components. Gap-PCR method and reverse dot blot test system were used to detect o-thalassemia mutation. Results

There were no significant difference of red blood cell count(RBC) , hemoglobin( HB) , mean corpuscular volume(MCV) , mean cor-
puscular hemoglobin amount(MCH) and HbA, between Southeast Asian type of a-thalassemia(——5**) and Thai type of o-thalas-
semia(— —"4) (P>0. 05). There were significant difference of haematological indexes between normal control and Southeast Asian

(__SE

type of o-thalassemia A)and also between normal control and Thai type of o-thalassemia(— —"")(P<C0. 01). Conclusion

There were no significant difference about hematological parameters between Asian type of a-thalassemia(— —5"*) and Thai type of

a-thalassemia(— —")_ So,molecule diagnose of Thai type of o-thalassemia should be performed.
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