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Correlation of HBV immunological modes, PreS1-Ag, and HBV DNA in HBsAg positive pregnant women in Sichuan
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Abstract; Objective To study the relativity of Pre-S1, HBV-DNA and HBV immunological modes of HBsAg positive parturi-
ent women in Sichuan. Methods FQ-PCR and ELISA were used to detect HBV immunological modes and Pre-S1 of 512 cases of
HBsAg positive parturient women. FQ-PCR was used to detect HBV DNA. Results The positive rates of HBV-DNA and Pre-S1
antigen were respectively 98. 31% and 96.62% among 178 cases with HBsAg, HBeAg,and HBcAb positive(group A). The posi-
tive rates of HBV-DNA and Pre-S1 antigen were respectively 41. 17% and 37. 25% among 255 cases with HBsAg, HBeAb, and
HBcAb positive(group B). The positive rates of HBV-DNA and Pre-S1 antigen were respectively 35.29% and 29. 41% among 68
cases with HBsAg and HBcAb positive(group C). The positive rates of HBV-DNA and Pre-S1 antigen were respectively 87. 50 %
and 75. 0% among 8 cases with HBsAg, HBsAb, HBeAg, and HBcAb positive (group D). The positive rates of HBV-DNA and
Pre-Sl antigen were respectively 66. 67% and 66. 67% among 3 cases with HBsAg, HbsAb, HBeAb,and HBcAb positive (group
E). Conclusion HBV-DNA has a higher coincidence rate with Pre-S1 antigen. Joint detection of HBV-DNA, PreS1-Ag, and HBV
immunological modes could be able to reflect HBV replication status more accurately. Key words: HBsAg; PreSl antigen;

HBV; DNA; pregnant women
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