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Abstract ; Objective

reverse transcriptase-polymerase chain reaction(fqRT-PCR) for micro RNA (miRNA). Methods

To establish a quantitative detection method of stem-loop primer based real time fluorescent quantitative
300 patients with myocardial in-
farction were collected to serve as myocardial infarction group, which subdivided into acute,subacute and chronic group according to
their condition. 100 healthy volunteers were selected as the control group in corresponding period. stem-loop primer based fqRT-
PCR, gold nanoparticle-molecular beacon f{qRT-PCR were used to detect serum miRNA-21 expression level. Results Serum miR-
NA-21 expression level of patients in acute and chronic group were higher than those in subacute and control group(P<C0. 05).
Serum miRNA-21 expression level of patients in subacute group was higher than that in control group(P<C0. 05). The minimum of
10* copies/pL diluted specimen was detected by stem-loop primer based fgRT-PCR while 10° copies/uL by gold nanoparticle-
molecular beacon {qRT-PCR. Compared with gold nanoparticle-molecular beacon {qRT-PCR, stem-loop primer based {qRT-PCR re-
trenched 464 primers and 208 min. Conclusion Stem-loop primers fqRT-PCR detection for miRNA is rapid, sensitive and reproduc-
ible, which can be used in clinical quantitative analysis of miRNA.

myocardial infarction
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