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Correlation research of improved G6PD/6PGD ratio detection and genetic diagnosis of a,p-thalassemia”
Xiang Huaguo ,Zen Jingting  Hong Wenbin , Zen Siqiang
(Central Laboratory Yong fu People’s Hospital of Baoan ,Shenzhen,Guangdong,518103,China)
Abstract: Objective To investigate the correlation of glucose-6-phosphate dehydrogenase (G6PD) /6-phosphaogluconate dehy-

drogenase(6PGD) ratio and genetic diagnosis of «, p-thalassemia. Methods ~ Gap-polymerase chain reaction (gap-PCR) combined

with single-tube multiplex PCR and PCR-reverse dot blot(RDB) techniques were employed to detect o thalassemia gene(— —54,

o’y —a"? deletion mutants) and B thalassemia gene(17 kinds of common point mutations) of 182 pregnant women which were

divided into o thalassemia group,f thalassemia group,a and § thalassemia group and control group. Automatic biochemical analyzer
was employed to assay G6PD/6PGD of red blood cells in each group. Results The constituent ratios of deletion mutation of pa-
tients with pure o thalassemia were — — /qa(54. 17%) , aa/— a*? (20. 83%) s aa/ — o™ (12. 50%), — — 5 /— "2 (8. 33 %),
— —SEA/— "7 (4.17%) in sequence. The genetic distribution of patients with B thalassemia were CD41-42-TTCT(33. 33%),CD17
A—>T(20.51%),1VS-1[-654 C—>T(20.51%),—28A—>G(12. 82%),CD27-28+C(5.13%) ,fE GAG—AAG(5.13%),CD43 G—
T(2.56%) in sequence. The G6PD/6PGD ratios of red blood cells in « thalassemia group, thalassemia group,a and 8 thalassemia
group were 1. 697+0.39,1.66+0. 32 and 1. 7040. 27, respectively, which were all significantly higher than that in control group
(1.3640.26,P<C0. 05). Differences of G6PD/6PGD amonga thalassemia group, thalassemia group, a and B thalassemia group
showed no statistical significance(P>>0. 05). Conclusion G6PD/6PGD determination has a certain application value for preliminary
screening of thalassemia.
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