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Analysis of differential protein expression before and after biofilm formation of drug resistance Staphylococcus epidermidis "
Wang Weijia , Zhang Xiuming
(Center for Laboratory Medicine , Zhongshan Hospital A f filiated to Sun Yat-san University/

Zhongshan People’s Hospital s Zhongshan ,Guangdong 528403 ,China)

Abstract: Objective  To explore the differential protein expression before and after biofilm formation of drug resistance Sta ph-
vylococcus epidermidis. Methods Drug resistance Staphylococcus epidermidis were divided into drug treatment group(treated with
400 pg/mL tannic acid) and control group(treated with saline). The colony growth was observed and biofilm formation was identi-
fied by rapid silver staining before and after drug treatment. CRA plate assay was adopted to detect the capability of Staphylococcus
epidermidis for polysaccharide intercellular adhesion(PIA) production before and after drug treatment. Two-dimensional electro-
phoresis technique was employed to separate total bacterial proteins and high performance liquid chromatography-Chip/mass spec-
trometry( HPLC-Chip/MS) was used to identify the differential protein spots. Results Compared with control group,colony num-
ber of Staphylococcus epidermidis (P<Z0.01),capability of PIA production and biofilm formation were reduced markedly. 19 differ-
entially expressed proteins were obtained by use of electrophoresis separation. Among them, 13 proteins were found up-expressed
only in drug treatment group and 6 up-expressed only in control group. Conclusion Biofilm formation is the principal pathway of
drug resistance of Staphylococcus epidermidis and the differential proteins may play a key role in biofilm formation.
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